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1. B SHRER
1.1 ZREN

BEEET, R BLAESIE, SREMERNFRA, WIREAsERAFZEMEXRERTERRR/EMHESDFENZR (FHE) £
é%ﬂiﬂ‘@ﬁ?k'ﬁf" FERSEINEFE, F&i}"j‘lﬁﬂk—?gﬁﬂlé—?—ﬁ—?—?k%jﬁ ZR, ®E FRENFSEESEK. [ REEFREFSESES. 6

SR FENFLEMEFTUHEER. EFKGEERMENEATIERSER. EEPEAFEFREEZRME. ilqllﬁﬁiﬂﬁt
AEF &, ARSENS \¥$#%q—ﬂ]§lfﬁ|§q— MARBASERAERAFRACFHSNA. WERRESHEESR. EEABEIERIIINEE
MRFEACSEREARZES. MEEATIES. | REEAEMBEENE. T REWTIREATFLEIFHE. T~ iFéE"—"\:&LEE@ X
BKFAFEREHERAZSRRAAEHEEENr. BOTRERRORARR, MEE. K8, £ENTERSERBIIEERAFE
FlRARELFEFATE.

BEMYRES —EEAZFIIRREFREEZZ MM F, HEESEAZFEGREZZRBESBETRER, JILRIMIERKZ/HEE
RO FIMEFEREMLNE. REFEAFRERREEIZURETEE, SRMATRRM. 2EFSherman WelssmanEﬁﬂF%lﬁﬂ*
+, ERERF. ERER. DFIEFRE, HRSEIEAR. WNERAAERERESRBLRN=NIHESS, BRSTENEERF
FIRENBIAE (E2) | BEEEAZEMEABENSHAEIIREFHAZ (FEUE) . 1997FZRiItBSTENED FIE sL(ﬁE/ﬁﬁﬁ
). BERERREHBMECLES). ERSFHILIMHCO), ASEEZ(HLAFMREEZEMR,

ErERFETEEIERE (1997-1999) , FEOIE—FHLFEDNARLHERAGADAV, HA/E(2000-2004), f{EEES FFEEMRALE
MRBMEZEE, FEABTRIIA T SERAY IEHFIREPLY, KE5QageniEiISIkEE, NEERET I R OEBMEERBNFS
TR
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2004 MREPEXFEZFEERTRIARR, BEFAMFR/P, HEHSRMABERAZMFE. LESMIEEN HNSEERAERIESH
(ENCODE), FEREFRITHIBFIEE RN THRIEERSNERAARRE, TEAFERAZRARR, (FASUNERAREFEACFIHARE, ¥
SREBERMEF RO A CIF R REE. T, AERIGRSTIRARE, SECHTTRMEERE. %RE RWERA, H6I7TRMES
REMERAAIKERNRAR, FIEISZRA. &5 KEPNAS, Cell, Nature, Nucleic Acids Res, Dev Cell, Nat Comm, Stem Cell Report
Human Mol Genet, Cell Res, Cancer Res&ZFRIEMHEEIL100R, FARETOZR, BFELFO0RREREWALKRREMRERERRE
EEFERER 1 OREH7IHREEN. SXSNERFTFERE RS, SFEEE2018F108ENEAFEFNE26ETERERRINSE
2018 BREFTEIEICIZERES, TSR BRI RIX/EITGEN (Genetic Engineering & Biotechnology News)J5:iRi&E(2015), ZEEZ
R(PNAS)ZHEREBAISEIA(2013), KTechNetfE& [ IRiFFIRIE (2018) .

1A EE8(ENature Protocols. Genome Medicine, Nucleic Acids ResZ20FSCIZvESINEE SR mIE, EESingle Cell Biology gl
REBEFIEEEZREPrecision Clinical MedicineZX & (FhESEREME. FAAIRKRESBRT:, RAEREAFHMIE (OUP)HR) BIFER, IR
Zi&Frontiers RUFAREREFNEEFHSingle Cell OmicshI%EENR (ESHITEI117R) . TEEFREEFHRESR(MRC), HLFIAHEEHRT
2. PEREEN73ESTREZMEMAARESHISEITHEER, KEDEAdvances in NGSERIIERSER. HMNHEAF115HHEINES
(2014), TPREEEREA S5 RS SR B RRENEF ERLREFAZRATE(2011-2015, HEIFALENFERLWE) /M
), RIIIKRE, IRARKSE, BRAF. NIFRENEERIE,

EETRPERERHINS(CAST-USA B (CAST-CHRVE(EESK, BERBLSKMNMAZRASER,; 4RIBECAST-USARERRE
(2013-2016), 2017HRE(HEERK, 2018FARK, 2019FAEELTE, TIFCIRFMINALR T AEIRERHD SR ARINE (2015-2018)
RMNEREZREBRIZFIKEAE, MREILEFKFRERRENEALUEZRSZR. IIAEEIINNESIE. IHFBERELERS:
REFHRRS.

1.2 BEHERB
1980/9-1985/7, EXZF T (IRRES): I ME—FEXRS MmEHERKF).
1985/9-1988/7, E¥tt: IMNE—FEXT (SIM: AR 2ux).

1989/9-1993/3, IBEFEFAE L LIS B RFEMNFFRBEFSRETEF/BEFMAN (BN HRM PERZRETMEERFM5
T REHER.

1993/4-1994/12, 3 FIpEFELETALRIDFIESF/ T EEFRIFRIVER RS FIPBFERERLRE SN R PERFRERLD).

1997/10-1999/12, BEFELF2: EEIEAFEFHREER/RY D FEFHL2 FiEFIRBIE (Molecular Oncology and Developrr
Program, Boyer Center for Molecular Medicine)(&fi: Sherman M. Weissman SEERZ k1),

1987-19955F BRI LTAS:, IMAFITRB/RAKS, E£ESRSTIH=RIBHE,

1.3 TAFiEH

1988/7-1989/8, B EMEEAFENEEZ R ENEMELIZR) VL=,

1994/12-1997/9, IR : LSS FEAFMITENZHIAE. ERREZHI=,

2000/1-2004/4, FFRRFEES (T EEH FFEA LT (Molecular Staging Inc)BEEAZEB(New Haven, CT, USA);

2004/5-2017, FINFEIFAFTR(Associate Research Scientist), EFt 95t HR (Research Scientist)/Pl, [ AMA(Consultant, 2017-): :
KREZEEZPRER (Department of Genetics) ;| EIREPEARFERABZ FHATTHC(Yale CEGS), EF&RZETF4MIEHL (Yale Stem Cell Cente
EXFrET0 (Yale Cancer Center) FEfE2AFHEKBSINEZTIESA (Program in Neurodevelopment and Regeneration) FifR ;

2017%-%, FAERAZEMESREMWEND FEMFHAEEE, | REPARBASNAESRLRETE, AHFNELESID (20

%) .

2. FEZARM

IEFFERREPEERBROFRACIFINA, STEEIETDNARLTLFMERARGADAV,; BUHREPLIGNIEY ¥ &=t FAIRMmEeE
IERARWPA; S T SIS KRNAR ISR -HPPMARER T AR TFPCRIMAINESR (IVT) RARIMISB=FMRNAT IBUERA; EeITE
DNA-RNAHMIFE A, HERITRE T S REEMIEATHEE TRMARSAES (multi-omics) ; RITEY 7RISR ENERASCT-p
RET F— MK TIRBRE SN PAELERAFRESNFRARSCCCl-seq, B2, EAEINERMBAIRACIFARS, HXIRMIEE
UFRVERE. BRE, RNENRIISKESTEARSHNFSGNMREET 7T —RIREIMRAR, FERMETHRERE. THIE. HET. %R
IEEREIER—FS IR A.

BERTIFHNER

1). Saliba AE, Westermann AJ, Gorski SA, Vogel J. Single-cell RNA-seq: advances and future challenges. Nucleic Acids Res. 2014 Auc
(14):8845-60. PMID:25053837.

1) Van Loo P, Voet T. Single cell analysis of cancer genomes. CurrOpin Genet Dev. 2014 Feb;24:82-91. PMID:24531336.
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2) Macaulay IC, Voet T. Single cell genomics: advances and future perspectives. PLoS Genet. 2014 Jan 30;10(1):e1004126. PMID:244
3) Streetsa AM. et al. Microfluidic single-cell whole-transcriptome sequencing. PNAS, 2014 May;111(19), 7048-7053. PMID: 247825.

4) Spaethling JM1, Eberwine JH. Single-cell transcriptomics for drug target discovery. CurrOpinPharmacol. 2013 Oct;13(5):786-90. E
2013 May 29. PMID:23725882 (Eberwine JH is regarded as the 1st person in the field of single cell RNA-amplification)

5) Navin NE. Cancer genomics: one cell at a time. Genome Biol. 2014 Aug 30;15(8):452. PMID: 25222669.

6) Macaulay IC, Teng MJ, Haerty W, Kumar P, Ponting CP &Voet T. Separation and parallel sequencing of the genomes and transcri
of single cells using G&T-seq. Nature Protocols, 2016 Nov; 11(11):2081. PMID: 27685099

7) Macaulay IC, Ponting CP, Voet T. Single-Cell Multiomics: Multiple Measurements from Single Cells. Trends Genet. 2017 Feb;33(2)
168. doi: 10.1016/j.tig.2016.12.003. PMID: 28089370.

8) Ino D. Karemaker, Michiel Vermeulen. Single-Cell DNA Methylation Profiling: Technologies and Biological Applications. Trends ir
Biotechnology, 2018 Sept; 36(9): 952-965. PMID: 29724495.

9) Hu Y, An Q, Sheu KM, Trejo B, Fan S, Guo Y. Single Cell Multi-Omics Technology: Methodology and Application. Front. Cell Dev. |
2018. DOI:10.3389/fcell.2018.00028

TR

https://www.technologynetworks.com/genomics/articles/studying-the-genome-one-cell-at-a-time-308054

http://blog.pnas.org/2013/05/new-ruler-for-telomere-length/

https://www.genengnews.com/insights/single-and-loving-it/

3. HREIRBER T
I HRIE AR ET RARAF RO R R IR C A F A IR ARSC RN AR 5T,

1) BHESTIZOBRARN T O, RERMIBONAREWNF, RAERERFMENFATAOSRMAD IR, RMERSHESRD
HESEECARA (NREERMBCNVIETENNE. BT\ EMRNTSEERMRRNANFIRAS) M. HEESSERERMmIE:
BRE ®RNE. BHE. RGEMZGEFRIEMUFIRAUZFEIIASHARER, FRSMENEGRFEMAEZNARR. SE5IHEF
C1. 10X Chromium Genomics, BD Rhapsody%¥&, H5ERIEZEMRALNTFFRERMBRASE.

2) BESMBMRAFIAMATARKE. BERRYE. BES FIHREENS. RETTERERERE/ KRNI R
MARRIRN EARREENEE. EERMAIR MARNERS IR EEEWAE, EESHR AT EMnSHES. ERRLFRM L, Bai3
MRRGEE. FHEREERESHR.

3) ERMMUKFE LAREE. BE. KB, BE. ARSFEMFIBRIMERERNSEZFE. SRRMOFIEE. SFHARMBIERR
FREENABEE. ARFERHES. EFRSNETRBIIRSIEEERIEISHR, SRARMASE FREEMERAIEIRIRG IR E
FAONEIE. SRISMPRAIES(CEENG, RARRRIERAR(DoHaD)RIZRMIAFHEIAF. MNREEXEELaNAREH ARSI,
F. REEMERE CEERRRRD FREMBENG, LRGEEARNAS. MERTRRETFRAFINIAENE R BRBHIS

4) BERBFRANIGREAERR. PR RETREROTRARIT I RIEN/A2ET(NIPT/NIPD). HENFIIEIGEERN(PGT) FEERE
., ARSI E MmN EIEMIE (CTORITCAIEDNA(CFDNASCtDNA) WS AR BIIGREH TEERE. 28, WISRISER IR .

5) AFRYIENEMEEFFERRIFTEAR, SEEIENRMENFESTERATE (RSN =E L RARR SRS TR
SRR ARIAIEE, BRAMESHTHENRRAAOREN. BERMEFM, EUHSERNIEEEIERE, ETHRFISEEE
MEEXBEDE. 6. B, BROFRENHIE.

FEENMARSP, NZRATHESWERE. ERRECRSPR/cas9, R _KR=RNFEFER, RIRABFIRNSIHEIERAHAR
W

4. 3R1532m

1). IRIEEPE R F AR AEAZ A (SPORE)ATSRIENCIAY YSDRCCEKITRIIATEZ(2006);

+

&

2). £EESEEREZF BT (PolyGenomics Fellowship) (1998);
3). BN EEFREELEE(UICC, International Union Against Cancer) 3£ Scholarship(1993);
4). EESEBBLINE(CSHL) RZ&Scholarship(1995);

5). "EMEERES SEAEFIE" HFEREE (The Prestigious Editorial Board Member of the Journal of Single Cell Genomics anc
Proteomics) (2012);

6). EPERERRINE(CAST-USAVEF B SR,
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7). @EPEREREINE(CAST-USA) SRS REZIX;

8). FEARMHNESERHE=FR(1989, F—IRREA);

9). REFEMEFHRNFR(FEEFRFR) (1994, F—3REA);

10). BFEKRE "MFFHIH" £(1995-1996);

1), heeppEZ S B R FE (1998 FIE R (NE—FERHRIE L SIN);
12). FEHERR "HFETH" ROBIALODTERNR, 2007),

5. IRERRMEE/EX

5. 18R RICE

1) Han L, Wu HJ, Zhu H, Kim KY, Marjani SL, Riester M, Euskirchen G, Zi X, Yang J, Han J, Snyder M, Park IH, Irizarry R, Weissman SM
F*, Fan R* Pan X*. (2017) Bisulfite-independent analysis of CpG island methylation enables genome-scale stratification of single cells. /
Acids Res. 45(10):e77. pii: gkx026. doi: 10.1093/nar/gkx026. PMID: 28126923. Corresponding author. Partially interviewed by GEN (Gel
Engineering and Biotechnology News), August 17, 2015, in the GEN Exclusives section, “Single and Loving It The Art of Isolating One (
Away from Many” , by Jeffrey S. Buguliskis.

2) Yang J, Seay M, Tanaka Y, Euskirchen G, Snyder M, Park |, Pan X*, Weissman SM*. (2017) Single Cell Transcriptomics Reveals
Unanticipated Features of Early Hematopoietic Precursors. Nucleic Acids Res. 45(3):1281-1296. pii: gkw1214. doi: 10.1093/nar/gkw121-
28003475. Corresponding author.

3) Wu H, Zhang X,Hu Z, Hou Q, Zhang H, Li Y, Li S, Yue J, Jiang Z, Weissman SW, Pan X*, Ju BG*, Wu S*. (2017) Evolution and heter
of non-hereditary colorectal cancer revealed by single-cell exome sequencing. Oncogene. 36: 2857-2867. doi: 10.1038/0nc.2016.438. P
27941887. Corresponding author.

4) Han L, Zi X, Garmire LX, Wu Y, Weissman SM*, Pan X*, Fan R*. (2014) Co-detection and sequencing of genes and transcripts fron
same single cells enabled by a microfluidics platform. Scientific Reports. 2014 Sep 26;4:6485. PMID: 25255798. Corresponding author

5) Wang F, Pan X*, Kalmbach K, Seth-Smith ML, Ye X, Antumes DM, Yin Y, Liu L* Keefe DL*, Weissman SM*. (2013) Robust measure¢

telomere length in single cells. Proc Nat/ Acad Sci U S A. 110 (21): E1906-E1912. March 9" PMID: 23661059(Corresponding Author)
Interviewed by PNAS Journal Club. http://firstlook.pnas.org/new-ruler-for-telomere-length/, New ruler for telomere length, May 10, 2(
Sarah CP Williams; and highlighted in Nature Reviews Genetics “Telomere length measurement in single cells” by Hannah Stower,
doi:10.1038/nrg3529, June 18, 2013.

6) Pan X*, Durrett RE, Zhu H, Tanaka Y, Li Y, Zi X, Marjani SL, Euskirchen G, Ma C, Lamotte RH, Park IH, Snyder MP, Mason CE, Weis:
SM*. (2013). Two methods for full-length RNA sequencing for low quantities of cells and single cells. Proc Nat! Acad Sci U S A. 110(2):!
PMID: 23267071. 1/8/2013. Corresponding author.

7) PanX*, Urban AE, Dean P, Vincent S, Grubbert F, Hu Y, Snyder M, Weissman SM. (2008) A procedure for highly specific, hypersen
and unbiased whole genome amplification. Proc Nat/ Acad Sci U S A. 105(40):15499-504. PMID: 18832167. Corresponding author.

8) Cen B, Wei Y, Huang W, Teng M, He S, Li J, Wang W, He G, Bai X, Liu X, Yuan Y*, Pan X*, Ji A*. An Efficient Bivalent Cyclic RGD-PI
siRNA Conjugate for Specific Targeted Therapy against Glioblastoma In Vitro and In Vivo. Mol Ther Nucleic Acids. Epub 2018 Sep 6;13
232. doi: 10.1016/j.omtn.2018.09.002. PMID: 30312846. Corresponding author.

9) Cen B, Liao W, Wang Z, Gao L, Wei Y, Huang W, He S, Wang W, Liu X*, Pan X*, Ji A*. Gelofusine Attenuates Tubulointerstitial Inju
Induced by cRGD-Conjugated siRNA by Regulating the TLR3 Signaling Pathway. Mo/ Ther Nucleic Acids. 2018 Jun 1;11:300-311. doi:
10.1016/j.omtn.2018.03.006. Epub 2018 Mar 14. PMID: 29858065. Corresponding author.

10) Pan X, Weissman SM. (2002) An approach for global scanning of single nucleotidevariations. Proc Nat!/ Acad Sci U S A. 99(14):
PMID: 12093903. 7/9/2002.

11) Gagliani N, Vesely MC, Iseppon A, Brockmann L, Xu H, Palm NW, de Zoete MR, Licona-Limon P, Paiva RS, Ching T, Weaver C, Zi
X, Fan R, Garmire LX, Cotton MJ, Drier Y, Bernstein B, Geginat J, Stockinger B, Esplugues E, Huber S, Flavell RA. (2015) Th17 cells
transdifferentiate into regulatory T cells during resolution of inflammation. Nature. 523(7559):221-5. PMID: 25924064.

12) Guo S, Zi X, Schultz V, Cheng J, Zhong M, Koochaki S, Megyola CM, Pan X, Heydari K, Weissman SM, Gallagher PG, Krause DS, |
J. (2014) Non-stochastic reprogramming from a privileged somatic cell state. Ce/l 02/13/2014.156(4):649-62.PMID: 24486105.

13) Gong P, Wang H, Zhang J, Fu Y, Zhu Z, Wang J, Yin Y, Wang H, Zhou Z, Yang J, Liu L, Gou M, Zeng M, Yuan J, Wang F, Pan X, Xi
Weissman SM, Qi F, Liu L. Telomere Maintenance-Associated PML Is a Potential Specific Therapeutic Target of Human Colorectal Cance
Oncol. 2019 Sep; 12(9): 1164-1176. 2019 Jun 15. doi: 10.1016/j.tranon.2019.05.010. PMID: 31207547.
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14) Hysolli E, Tanaka Y, Su J, Kim KY, Zhong T, Janknecht R, Zhou XL, Geng L, Qiu C, Pan X, Jung YW, Cheng J, Lu J, Zhong M, Weiss
Park IH. (2016) Regulation of the DNA Methylation Landscape in Human Somatic Cell Reprogramming by the miR-29 Family. Stem Cel.
Reports. 7/12/2016. 7(1): 43-54. doi: 10.1016/j.stemcr.2016.05.014. PMCID: PMC4945581, PMID: 27373925

15) Zhu X, Ching T, Pan X, Weissman SM, Garmire L. (2017) Detecting heterogeneity in single-cell RNA-Seq data by non-negative r
factorization. PeerJ. 2017 Jan 19;5:e2888. doi: 10.7717/peerj.2888. eCollection 2017. PMID: 28133571.

16) Cheng J, Roden C, Pan W, Zhu S, Baccei A, Pan X, Jiang T, Kluger Y, Weissman S, Guo S, Flavell R, Ding Y, Lu J. (2016) A Molecul.
Chipper Technology for CRISPR sgRNA Library Generation and Functional Mapping of Noncoding Regions. Nat Comm.; 7:11178. PMII
27025950.

17) Tanaka Y, Hysolli E, Su J, Xiang Y, Kim KY, Zhong M, Li Y, Heydari K, Euskirchen G, Snyder MP, Pan X, Weissman SM, Park IH. (2C
Transcriptome Signature and Regulation in Human Somatic Cell Reprogramming. Stem Cell Reports. 4(6):1125-39. PMID: 26004630.

18) Kim KY, Hysolli E, Tanaka Y, Wang B, Jung YW, Pan X, Weissman SM, and Park IH. (2014) X chromosome of female cells shows ¢
changes in status during human somatic cell reprogramming. Stem Cell Reports. 2(6):896-909. PMID: 24936474.

19) Zuo L, Lu L, Tan Y, Pan X, Cai Y, Wang X, Hong J, Zhong C, Wang F, Zhang XY, Vanderlinden LA, Tabakoff B, Luo X. (2014) Geno!
Wide Association Discoveries of Alcohol Dependence. American Journal on Addictions, 23: 526-539. PMID: 25278008.

20) Tanaka Y, Kim KY, Zhong M, Pan X, Weissman SM, and Park I-H. (2014) Transcriptome regulation in pluripotent stem cells by m
CpG-binding protein 2 (MeCP2). Human Molecular Genetics. 23(4): 1045-55. PMID: 24129406.

21) Dan J, Liu Y, Liu N, Chiourea M, Okuka M, Wu T, Ye X, Mou C, Wang L, Wang L, Yin Y, Yuan J, Zuo B, Wang F, Li Z, Pan X, Yin Z, (
Keefe DL, Gagos S, Xiao A, Liu L. (2014) Rif1 maintains telomere length homeostasis of ESCs by mediating heterochromatin silencing. £
29(1):7-19. PMID: 24735877.

22) Zhang Y, Schulz V, Reed B, Wang Z, Pan X, Mariani J, Euskirchenc G, Snyder M, Vaccarino FM, Ivanova N, Weissman SM, Szekel
(2013). Functional genolmic screen of human stem cell differentiation reveals pathways involved in neurodevelopment and neurodeger
Proc Natl Acad Sci U S A. 110 (30):12361-6. PMID: 23836664.

23) Zuo L, Wang K, Zhang X-Y, Pan X, Wang G, Tan Y, Zhong C, Krystal JH, State M, Zhang H, Luo X. (2013). Association between cc
alcohol dehydrogenase gene (ADH) variants and schizophrenia and autism. Human Genetics. 132(7):735-43. PMID: 23468174.

24) Wang Y, Yang F, Zhang HX, Zi XY, Pan XH, Chen F, Luo WD, Li JX, Zhu HY, Hu YP. (2013) Cuprous oxide nanoparticles inhibit the
and metastasis of melanoma by targeting mitochondria. Cell Death and Disease. 4:e783; doi:10.1038/cddis.2013.314. PMID: 23990023.

25) Wang F, Yin Y, Ye Xiaoying, Liu K, Zhu H, Wang L, Chiourea M, Okuka M, Jia G, Dan, J, Zuo B, Li M, Zhang Q, Liu N, Chen L, Pan .
S. Keefee D, and Lin L. (2012). Molecular insights into the heterogeneity of telomere reprogramming in induced pluripotent stem cells (
Cell Research. April 2012, 22(4):757-768. PMID: 22184006.

26) Qu L, Li Y, Pan X, Zhang P, LaMotte RH and Ma C. (2012). Transient receptor potential canonical 3 (TRPC3) is required for IgG ir

complex-induced excitation of dorsal root ganglion neurons. Journal of Neuroscience. 32(28):9554-62. PMID: 22787041.

27) Liu Z, Hu Z, Pan X, Li M, Togun TA, Tuck D, Pelizzola M, Huang J, Ye X, Yin Y, Liu M, Li C, Chen Z, Wang F, Zhou L, Chen L, Keefe
L. (2011). Germline competency of parthenogenetic embryonic stem cells from immature oocytes of adult mouse ovary. Hum. Mol. Ge
(7):1339-52. PMID: 21239471.

28) Yasukochia Y, Maruyamab O, Mahajana MC, Paddenc C, Euskirchend GM, Schulze V, Hirakawaf H, Kuharag S, Pan XH, Newburc
Snyder M, Weissmana SM. (2010). X chromosome-wide analyses of genomic DNA methylation states and gene expression in male and
neutrophils. Proc Nat/ Acad Sci U S A. 107(8): 3704-3709. PMID: 20133578.

29) Cai Y, Saiyin, Q Lin, P Zhang, L Tang, X Pan and L Yu. (2005) Identification of a new RTN3 transcript, RTN3-A1, and its distributic
adult mouse brain. Mol Brain Res. 138(2):236-43. PMID: 15946766.

30) Jin S, Pan X#, Wang Y#. (2000) Effect of nm23 on tumor proliferation, formation and metastasis of hepatocarcinoma. Chinese .
of Oncology, 22(5): 381- 384. Corresponding author. PMID:11778273.

31) Pan X, Fu J. (1997) Molecular evolution of MHC-DQA genes: |. The maintenance of interallelic divergence and the influence of (
content on gene structure. Acta Genetica Sinica (appeared as Yi Chuan Xue Bao in PubMed), 24(3): 195-205. PMID: 9361451.

32) Pan X, Fu J. (1997) Molecular evolution of MHC-DQA genes: Il. Phylogenetic analysis based on nucleotide substitution and sync
codon usage bias. Acta Genetica Sinica (appeared as Yi Chuan Xue Bao in PubMed), 24(5): 394-402. PMID: 9494291.

33) Li X, Zhang KX, Fan YX, Chen XZ, Zuo J, Pan XH, Zhu DL, Geng ZC. (1999) HLA-DQ molecules associated with myasthenia gravis
Chinese patients. Acta Genetica Sinica (appeared as Yi Chuan Xue Bao in PubMed). 26(4):295-300. PMID: 10593018.
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34) Huang H, Pan XH, Zhou JH, Yu L, Kong XT, Zhou SM, Li ZJ, Fu Q, Sun XY. (1998) The effect of Epstein-Barr virus gene bhrf1 expt
on radioresistance of the nasopharyngeal carcinoma cells. ORL J Otorhinolaryngol Relat Spec, 60(6): 329-333. PMID: 9742281.

35) Pan X, Fu J. (1996) Analysis of genetic structure and gene flow pattern of HLA class Il in 11 groups of Chinese Nation. Acad J S
Med Univ, 17(5):401-407.

36) Pan X, Lu J, Inoko H, Tan CC, Geng Z, Zhang R, Tu L, Jiang J. (1995) Research on the genetic susceptibility for Myasthenia Gravis
Chinese Hans by genotyping of HLA-DQA1 with PCR-RFLP. Chinese Journal of Medical Genetics, 12(6): 354-357.

37) Pan X, Lu J, Inoko H, Zhang K, Zhu D, Tan CC, Geng Z. (1995) HLA-DQA1 genes involved in the genetic susceptibility to Systemi
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