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DNA methylation and gene transcriptional silencing

YAN Bin, CAO Ren-xian, WEN Ge-bo
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Abstract

DNA methylation is an important epigenetic modification which regulates a number of
biological processes. DNA methylation catalyzed by DNA methyltransferases interacts
with histone modification to inhibit gene transcription, induce gene silencing at the
participation of many regulators. Discussing the relations of DNA methylation and gene
transcriptional silencing takes on important significances for the study of many human
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