[an error

occurred
while
processing
this AR K22 244 (PR 24 i) 2013, 51(6) 57-60 DOI: ISSN: 1671-7554 CN: 37-
directive] 1390/R
AMIHSE | FHIHZ | R | smgaa R [+ ER
ZNVTY I PN
JE Al s 2

Tt 2 4 A I e 0 TR el 35 DR A K )N

gL, WAL, BEH2, M1, REEW1, R b Supporting info

IR K2R 2B L IR IR T 2. AW # 0 50T, $F R 250012 F PDF(1152KB)
$ik L F [HTML4 3]
b 22 Sk [PDF]

HIf SRF A 40 AR (FOMY U 52 055 T RE AL/, S W 0 P B4 DR S PR O e TH A L PRI 258 b B57% SR
WA, vk FRUTMEIE VOO T, SV SRR P D O, R R A R 4
RTINS AN IRONATT S0 A b, TIFCMIEERL v POz (5 PR 0 B
AR TR0 0 R 9 2 B 0 H (P S S R, S L FRE 0l 5 557 0 1 40 I DNA 75 b i 1 R
BHORR, WA N, 255 R FCMIIHG RDNA S 41 001.05pg/2c, P IIAFRIFA
Pl1pg DNAA Y T-978Mbit 545 Ik L RE N 240 K /N2 h512Mb. 4518 WaldifoR T ped . ks v DA G B 2%

BN A T RE DRI K, Dt PR PRI S B0 1 i T4 b3 FAS
KL . W RN AR SR A 27 AL e et Bt AR ¥ Email Alert

b SCEE R
Determination of Demodex genome size by flow cytometry b A A
SU Leil, GUO Shu-lingl, FENG Yu-xin2, XIAO Ke-yuanl, ZHU Xiao-lil, YUAN A SC A ] A 2R SCEE
Fang-shul s T 5 2 DRI KN 2

2, Rz
1. Pathogenic Biology Research Institute; 2. Cell Biology Research Institute, }éﬁi; ﬁﬂi%ﬁ‘?%%
School of Medicine, Shandong University, Jinan 250012, China @ A A

ARAEH A F
Abstract:
PubMed

Objective To determinate the genome size of demodex by flow cytometry(FCM), which
could lay the foundation for the construction of gene bank and the screening of functional
genes of demodex. Methods Clean mites washed with cleanser essence and selected
under microscope were collected. After smashing the mites by combination of tissue
grinder and ultrasonic wave, mites’ nuclei were extracted in citric acid solution. Chicken
erythrocytes were served as an internal reference. The mixed sample of demodex and
chicken erythrocytes was dyed by propidium iodide (PI). The peak values of the sample
fluorescence intensities were measured by FCM. Comparing the multiple relationships
between the two peak values, mites’ genome size was calculated. Results The DNA

content of demodex was about 1.05pg/2C determinated by FCM. 1pg converts to 978Mb,
so the mite’ s genome size was the equal of 512Mb. Conclusion Flow cytometry could

rapidly and accurately determinate the genome size of Demodex, which was the
foundation work for the research of mite’ s genomics.
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