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K1 pET14b/His—mtTFAZSAA H) 2 2
Fig.1 Construction of pET14b/His—mtTFA
A: Lane 1: RT-PCR product of mtTFA; Lane 2: 1kb marker
B: Lane 1: 100 bp marker; Lane 2,3: Identification of pET14b/His—mtTFA clone digested
with Kpn I and BamH I; Lane 4: RT-PCR product of mtTFA

2.3  His—mtTFARHS R A1 Fl4lifk,
W5 500 5 R IE = AT SDS-PAGE FI % Ly s i e, mT Wi SR AIHI s—mt TRARR A B (I #E27 kDAS

fi, SPOHm g R —8(E28) . aifbfa R Emai M H &N (B2B), EREkBsh HIEH. &5
JaBradfordVEEE A EEN: 2 mg/ml,

Mr 1 2 3 My 1 Z
— -
il oD
21 SO0 | —
3 21 5040 —_
E
-—-i!-- =
A B

K2 Rla S H s—mt TFAE S A fnalifh
Fig. 2 Expression and purification of His—mtTFA fusion protein
A: Lane 1: Protein marker; Lane 2: IPTG induction for 3 h; Lane 3: Without IPTG
induction
B: Lane 1: Protein marker; Lane 2: Purified fusion protein of His—mtTFA
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blotZr#rn] WL, IPTGHE'FHI JSHIBL21 (DE3) 4H pa R fd v nl A5l 21 [R) 2l Ak U H 1 s—mt TRARE & 2 /M AH— 301
RS pE4AT (KI3), AT 404y, WA “Bis” Rk, [Fgifbhy g5 58—, i 2 o S 0 G v] WL 4%
My WG HAAS SZI6 BT 1 2% 1) S DU BEAS [Rlmt TRA & A2 4% 5P s

K3 AbimtTRAIMLYE [F)Western blot %
Fig.3 Western blotting of rabbit anti—mtTFA serum
Lane 1: Cell lysate of BL21(DE3) ; Lane 2: Cell lysate of BL21(DE3) transformed with
pET14b/His—mtTFA without IPTG induction; Lane 3: Cell lysate of BL21(DE3) transformed
with pET14b/His—mtTFA with IPTG induction for 3 h; Lane 4: Purified fusion protein of His-
mtTFA
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