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Abstract: In this study. a real-time reverse-transcription PCR was developed for quantitative analysis of
chicken IL-18 mRNA. Then the expression levels of 11.-18 mRNA in the primary immune organs of
broiler chickens infected with reticuloendotheliosis virus (REV) were investigated by using this method.
The results were as follows: 11.-18 gene expression levels were significantly higher at day 7, 14 (P<C
0.05) and were significantly changed at day 21, 28, 35 and 42 (P<C0. 05) in the spleen, thymus and

bursa of Fabricius in broilers chickens from treatment group than those in the control group. Our study

laid the foundation for investigating the mechanism of immune suppression of REV infection.
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Fig. 3 Relative expression level of IL-18 in the primary
immune organs at different time points
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