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Cloning of Goose Perilipin Gene, Tissues Expression and the
Effect of Overfeeding on Its mRNA Level
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Abstract: This experiment was conducted to study the effect of overfeeding on Perilipin mRNA
level in goose. In this study, the Landes goose and Sichuan White goose were used to clone the
partial gene sequence of Perilipin, and the effect of overfeeding on the transcriptional level of
Perilipin in liver was researched. The result indicated that the obtained Perilipin gene sequence
was 277 bp, and had high similarity with other species. The mRNA expression of Perilipin gene
was detected in different tissues of Sichuan White goose, and its expression level was higher in
abdominal adipose and subcutaneous adipose tissues. Overfeeding markedly increased the mRNA
expression of Perilipin gene in the liver of two breeds. In control group, the mRNA level of
Perilipin in liver of Landes and Sichuan White goose was not different; compared with control
group, in overfeeding group. the mRNA level of Perilipin in liver was markedly higher in Si-
chuan White goose and Landes goose, and there was significant difference at the mRNA level of

Perilipin in liver between the two breeds. The mRNA abundance of Perili pin was positively cor-
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related to the relative weight of liver, TG levels and total fatty acids in liver after overfeeding,

and the correlation in Landes goose was stronger than that in Sichuan White goose. It was con-

cluded that overfeeding induced the significant increase of Perilipin mRNA level in goose liver,

and the effect of overfeeding was different between the two breeds.
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Table 1 The mRNA expression of Perilipin gene in liver after overfeeding

F K Gene

PUI % Sichuan White goose

PAFE RS Landes goose

X} B8 Control

¥ Overfeed

X} B Control ¥ Overfeed

Perilipin 140.093 15

3.00340.212 2"

0.97940.094 5.349+0. 877"

T R BIFOR R A LE P<20.05.0. 01 K B2 5.

FORTAA LS TE P<<0. 05 K F LRy ZS. T

*, * . The difference of correlative coefficient at P<C0. 05 and 0. 01, respectively within the same breed; ©. The difference

between two breeds at P<C0. 05. The same as below

%2 H{AE Perilipin mRNA ZEFFRE R R IZ 5T E RIS RIS MR AIE X 47

Table 2  Correlation analysis between Perilipin mRNA abundance and relative weight of liver and lipid parameters after overfeeding

PUJIl H# Sichuan White goose

B #8 Landes goose

i
i H Ttem %t #8 Control 4 Overfeed %} B8 Control 4 Overfeed
BUIE &/ (% BW) Content of total lipid 0.114 0.428" 0.118 0.487°
Hh =Eg K/ (%BW) Level of TG 0.103 0.411" 0.121 0.485"©
JFE# /(% BW) Proportion of liver weight 0.134 0.453"" 0.141 0.491°©
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