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Cloning and Sequence Analysis of Exon of Dongbei Wapiti Myostatin Gene
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Abstract:

Three exon fragments of the Myostatin sequence of Dongbei wapiti were cloned from the latest
species of cattle (Bos taurus cattle accession: AB076403) for the templates, with primer’ s design
according to the conservative of Myostatin sequence. Dongbei wapiti Myostatin was amplified for the
first time. The products of PCR were linked into pMD18T vector and then three exons were cloned.
Myostatin code sequence was spliced according to 5’ -GU-AG-3' rules andhomologous matching.
The Myostatin gene code sequence was composed of 1 128 bp (Dongbeiwapiti accession: EF629535)
coding 375 amino acids. The results showed that thehomology analysis of the Myostatin in the
evolution was highly conservative.The homology of Dongbei wapiti Myostatin amino acid sequence
with pig was up t098% ; the homology of Myostatin amino acid sequence was 85%—89% between
birdsand mammals; the homology of Myostatin amino acid sequence was 60%—67% betweenfish and
other animals. Myostatin code sequence could really attest to the evolution of distant species, as a
better Phylogenetic mark.
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