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Abstract

By using 265 pigs from eight breeds including
Duroc,Landrace,Large White,Neijiang,Rongchang,Hanjiang
Black,Hanzhong White,Bamei and wild ones, the genetic
variations of 5~ -upstream region from and the second intron
in porcine H-FABP gene were checked by PCR-RFLP
molecular marker with Hinfl. Hae Ill and Mspl, and effect of
H-FABP gene on IMF content was then analyzed by least
square analysis.The results showed as follows:(1) 8 pig
breeds and wild pig had polymorphism at Hinf I-RFLP site. In
above detected breeds,large white,Bamei pig, Hanjiang
Black,Hanzhong White pig breeds and wild pig presented
low polymorphism while other breeds have mediate
polymorphism; (2)Among the tested breeds only 4 Chinese
local pig breeds had no polymorphism at the Hae III-RFLP
and Msp I-RFLP sites,but Duroc,Landrace,Largewhite,
Hanzhong White pig breeds and wild pig had polymorphism.
Wild pig at the Hae III-RFLP , Landrace,Largewhite and wild
pig at the Hae IlI-RFLP and Msp I-RFLP sites were low
polymorphism,others were mediate polymorphism; (3) H-
FABP gene increased IMF content significantly(P<0.05).
Genetic effect of H-FABP gene on IMF content were
HH>Hh>hh, DD<Dd<dd, AA<Aa<aa and genetic effect
values were 3.89, 3.42, 3.17, 2.27, 2.49, 2.91, 2.28,
2.70, 2.95 respectively. The results suggest that porcine
meat quality may be improved by increased genotype aa-
dd-HH frequency in porcine group

Key words H-FABP gene; IMF content; Molecular marker; Genetic

¥R EE
AIAE B
* Supporting info
k PDF(0KB)
F[HTML 4= 3] (0KB)
¥ 2% 3CHR
i 55 5 I it
b A SCHERF 45 T
IS EE Y
B I GH A
NGl
* Email Alert
» 3L A
b 0 S B S
FHRAT B

AT G
NI di i = BB O I e A i 7 R U .y LA

(¥ RS

WA SCAE RO SC
At
I
Batt




WINAEE Motk gongshe-yang@163.com




