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Abstract: FoxO transcription factors are regulated by a wide range of external stimuli, including insulin, insulin-like
growth factor [ (IGF- I), nutritional status, cytokines and oxidative stress. These environmental stimuli control
FoxO activity by altering an intricate combination of post-translational modifications of FoxO, such as
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phosphorylation, acetylation, ubiquitination and methylation, which in turn regulate subcellular localization, DNA- b ARSHE
binding properties, protein levels and transcriptional activity. Changes in FoxO activity are somehow involved in o
regulation of protein degradation and/or protein synthesis, growth and development of skeletal muscle. But the R RCES
regulation of FoxO activity and the regulatory mechanisms of its signaling pathways in skeletal muscle are a little K5
known. This review summarized the regulation of FoxO activity and its functions in growth and development of b 2

skeletal muscle. A
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