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Abstract:

Here we report for the first time the cloning and characterization of a ftdl-length eDNA encoding
isopentenyl diphosphate isomerase (IPP isomerase, EC 5. 3. 3. 2 ) (designated as CglIPl, GenBank
accession number EF553533 ) from hazel ( Corylus avellana L. Gasaway) , a taxol-producing plant
speciess by RACE technique. The full-length eDNA of CglIPl was 1 196 bp containing a 891 bp ORF
encoding 296 amino acids. Bioinformatic analyses revealed that the deduced CgIPl had extensive
homology with other plant IPIs. Southern blot analysis indicated that CglPIl belonged to a small multi-
gene family. Expression analysis revealed that CglPl expression could be detected in roots, stems and
leaves, but expressed higher in roots. The cloning and characterization analysis of CglPl gene will enable
us to further understand the role of CglPI involved in taxol biosynthetic pathway in hazel at molecular
level.
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