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Complete Proteomic-Based Enzyme
Reaction and Inhibition Kinetics Reveal
How Monolignol Biosynthetic Enzyme
Families Affect Metabolic Flux and Lignin
in Populustrichocarpa

Systems Biology of Lignin Biosynthesis in
Populustrichocarpa: Heteromeric 4-
Coumaric Acid:Coenzyme A Ligase Protein
Complex Formation, Regulation, and
Numerical Modeling

A robust chromatin immunoprecipitation
protocol for studying transcription factor—
DNA interactions and histone
modifications in wood-forming tissue

A simple improved-throughput xylem
protoplast system for studying wood
formation
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A survey of Populus PIN-FORMED family
genes reveals their diversified expression
patterns

Designing Microarray and RNA-seq
Experiments for Greater Systems Biology
Discovery in Modern Plant Genomics

Plant biotechnology for lignocellulosic
biofuel production

Age-related trends in genetic parameters
for Larixkaempferi and their implications
for early selection

Analysis of the leaf methylomes of
parents and their hybrids provides new
insight into hybrid vigor in
Populusdeltoides

Transcriptome sequencing of transgenic
poplar ( Populus x euramericana

' Guariento ' ) expressing multiple
resistance genes

Transcriptome analysis of callus from
Piceabalfouriana

WUSCHEL-related Homeobox genes in
Populustomentosa : diversified
expression patterns and a functional
similarity in adventitious root formation

Genome sequencing and analysis of the
paclitaxel-producing endophytic fungus
Penicilliumaurantiogriseum NRRL 62431

Transcriptome and proteome profiling of
adventitious root development in hybrid
larch ( Larixkaempferi x Larixolgensis )

Molecular cloning and characterization of
a cytochrome P450 taxoid 9&-hydroxylase
in Ginkobiloba cells

Effects of Tree Age and Bole Section on
Pulpwood of Korean Spruce
(PiceakoraiensisNakai)

Compression strength and modulus of
elasticity parallel to the grain of oak
wood at ultra-low and high temperatures

Relationship between ring width and
tracheid characteristics in Piceacrassifolia:
implication in dendroclimatology

Cell wall property changes of white rot
larch during decay process

Tree mortality in response to climate
change induced drought across Beijing,
China
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A New Dominant Gene Conditions Early
Flowering and Maturity in Soybean

Analysis of genetic effects on a complete
diallel cross test of Betulaplatyphylla

Shade tolerance plays an important role
in biomass production of different poplar
genotypes in a high-density plantation

The Application of Bayesian Model
Averaging in Compatibility of Stand Basal
Area for Even-Aged Plantations in
Southern China

Isolation, characterization and expression
analysis of the BABY BOOM (BBM) gene

from Larixkaempferi x L. olgensis during

adventitious rooting

Identification of suitable reference genes
in buffalo grass for accurate transcript
normalization under various abiotic stress
conditions

A novel set of single-copy nuclear DNA
markers for the genetic study of
Salicaceae

Expression analysis of VfDGAT2 in various
tissues of the tung tree and in transgenic
yeast

Anatomical, chemical and mechanical
properties of fast-growing Populus x
euramericana cv. '74/76

Callus induction and plant regeneration
from anthers of
DendrocalamuslatiflorusMunr

Enhanced tolerance to cold stress of
transgenic Dendrocalamuslatiflorus
Munro (Ma bamboo) plants expressing a
bacterial codA gene

Isolation and identification of a salt-
inducible gene encoding a putative NAC-
binding transcription factor from
Poapratensis

Shotgun Bisulfite Sequencing of the
Betulaplatyphylla Genome Reveals the
Tree's DNA Methylation Patterning.

Elucidation of the specific formation of
homo- and heterodimeric forms of
ThbZIP1 and its role in stress.

Improved salt tolerance of
Populusdavidiana x P. bolleana
overexpressed LEA from
Tamarixandrossowii
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Forest Ecology
and
Management

Forest Science

Gene
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Genetic variation and selection of
introduced provenances of Pine
(Pinussibirica) in frigid regions of the
Greater Xing' anRange,Northeast China

Somaticembryogenesis in Manchurian
ash: performanceofvariousexplant stock
trees, optimisationofthe basal medium,
andsimplified plant
growthregulatorcombinations

Morphological Character istics and In Situ
Auxin Production during the Histogenesis
of Staminate Flowers in Precocious
Walnut

Expression Analysis of nine small Heat
Shock Protein Genes from Tamarixhispida
in Response to Different Abiotic Stresses
and Abscisic Acid Treatment.

Identification and expression analysis of
salt-responsive genes using a
comparative microarray approach in Salix
matsudana.

Development of 240 novel EST-SSRs in
Eucalyptus L' He'rit

Molecular Characterization of Carotenoid
Biosynthetic Genes and Carotenoid
Accumulation in Lyciumchinense.

Effects of cutting size and exogenous
hormone treatment on rooting of shoot
cuttings in Norway spruce [Piceaabies (L.)
Karst.]

The rooting of poplar cuttings: a review

Breeding System And Pollination Biology
Of PaeoniaDelavayi (Peaoniaceae), An
Endangered Plant In The Southwest Of
China

Over-expression of the CodA gene by
Rd29A promoter improves salt tolerance
in Nicotianatabacum

A novel ethylene-responsive factor from
Tamarixhispida, ThERF1, is a GCC-box-
and DRE-motif binding protein that
negatively modulates abiotic stress
tolerance in Arabidopsis.

Transcriptomic and proteomic analyses of
embryogenic tissues in Piceabalfouriana
treated with 6-benzylaminopurine

Journal of
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Science &
Biotechnology
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Overexpression of Ps-CHI1, a homologue
of the chalconeisomerase gene from tree
peony (Paeoniasuffruticosa), reduces the
intensity of flower pigmentation in
transgenic tobacco

Overexpression of a GST gene (ThGSTZ1)
from Tamarixhispida improves drought
and salinity tolerance by enhancing the
ability to scavenge reactive oxygen
species.

A Transient Transformation System for
the Functional Characterization of Genes
Involved in Stress Response

Comprehensive transcriptional profiling
of NaHCO3-stressed Tamarixhispida
roots reveals networks of responsive
genes.

A novel method to identify the DNA
motifs recognized by a defined
transcription factor

Comparative Proteomics Analysis of Salix
matsudanaKoidz (Chinese Willow) in
Response to Salt Stress

Comparison and analysis of
transcriptomeprofilesof haploid and
diploid Populusby digital gene expression

Comparison and analysis of
transcriptomeprofilesof haploid and
diploid Populusby digital gene expression

A eukaryotic translation initiation factor
5A from Tamarixandrossowii (Tamarisk) ,
TaelF5A1, can form a homodimer and
interact with other proteins

Geographic distribution and origin of the
chloroplast T/C-type in
Quercusmongolica var. crispula in
northeastern Japan

Gene s Responsive to Elevated CO 2
Concentrations in Triploi d White Poplar
and Integrated Gene Network Analysis

De Novo Transcriptom e and Small RNA
Analysis of Two Chinese Willow Cultivars
Reveals Stress Response Genes in Salix
matsudana

Phylogeny Reconstruction and Hybrid
Analysis of Populus (Salicaceae) Based on
Nucleotide Sequences of Multiple Single-
Copy Nuclear Genes and Plastid
Fragments

Plant Cell Tissue
And Organ
Culture

Plant cell, Tissue
and organ
culture.

Plant MolBiol
Rep

Plant Mol Biol.

Plant Mol Biol.

Plant Molecular
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Reporter

Plant Omics
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Plant omics
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Plant Species
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Tree Biomass Estimation of Chinese fir (
Cunninghamialanceolata ) Based on
Bayes ian Method

Expression and Molecular Evolution of
Two DREB1 Genes in Black Poplar (
Populusnigra )

Selection and Validation of Reference
Genes for Quantitative Real-Time PCR in
Hyperaccumulating Ecotype of Sedum
alfredii under Different Heavy Metals
Stress

Validation of reference genes aiming
accurate normalization of qRT-PCR data
in Dendrocalamuslatiflorus Munro

Microarray analysis of siberian ginseng
cyclic somatic embryogenesis culture
systems provides insight into molecular
mechanisms of embryogenic cell cluster
generation.

GmFT2a and GmFT5a redundantly and
differentially regulate flowering through
interaction with and upregulation of the
bZIP transcription factor GmFDL19 in
soybean

Overexpression of two PsnAP1 Genes
from Populussimonii x P. nigra Causes
Early Flowering in Transgenic Tobacco
and Arabidopsis

Comprehensive Transcriptome Analysis of
Developing Xylem Responding to Artificial

Bending and Gravitational Stimuli in
Betulaplatyphylla

Genome-Scale Transcriptome Analysis in
Response to Nitric Oxide in Birch Cells:

Implications of the Triterpene Biosynthetic

Pathway

GeneticStructureandHierarchical
Population DivergenceHistoryofAcer
mono var. mono in South andNortheast
China

Comprehensive transcriptome analysis of
developing xylem responding to artificial
bending and gravitational stimuli in
Betulaplatyphylla.

Genetic stability analysis of introduced
Betulapendula, Betulakirghisorum, and
Betulapubescens families in saline-alkali
soil of northeastern China

Hybridizing ability and heterosis between
Eucalyptus urophylla

and E. tereticornis for growth and wood
density over two environments

PLOS One
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Expression Profiles of 12 Late
Embryogenesis Abundant Protein Genes
from Tamarixhispida in Response to
Abiotic Stress.

Estimating Tree Height-Diameter Models
with the Bayesian Method

Isolation and characterization of salt
stress related genes from cDNA library of
Aspergillus. glaucus CCHA

Pop’ s Pipes: poplar gene expression
data analysis pipelines

Molecular characterization and transcript
profiling of NAC genes in response to
abiotic stress in Tamarixhispida.

The ethylene response factor (ERF) genes
from Tamarixhispida respond to salt,
drought and ABA treatment..

Drought resistance and DNA methylation
of interspecific hybrids between
Fraxinusmandshurica and
Fraxinusamericana

Cross-talk of polyamines and nitric oxide
in endophytic fungus-induced betulin
production in Betulaplatyphylla plantlets

Optimization of processing variables
during heat treatment of oak
(Quercusmongolica) wood
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