N AEASAR 2006 17 (10): 1796-1800  1SSN: 1001-9332 CN: 21-1253/Q

WFgTak st

K A PU PR A AR B AR BB AR 4 2 A T 1 S U PCR-RFLP 43 #t

w2 syt akmd fyeopt

Lop R By B S 2 05007, YEPH 110016;2 7 AL Beifse ke, kst 100039
Wk H 39 2005-11-15 & (0] H 3] 2006-7-25 190 6 fie kA1 HH 3 #5652 H Y]

W SR E K LR RV AT AR AR ARE A, ) X PCR-RFLP 5 v Ko il M 14 H 201 (AMF) 6
FEA B GLAS L, PCREIEZIRBINE N UIRE T, 45 K0, SR A AMFAEAE 3 5 R 2 A AMFROE e
M EIRFLE 0 B — TR R R R RHAMFRIE X% PP, BREESE OO KA R IR # R
YRBE, HARIF M AMF I 0 TR ELIR % i 3 D 22 L iR P8 256 AMFAR YA o S 1 S

Jehtin] i $APCR-RFLP MK EIMZLE(AMF)  ZEEME Kl

=t

Genetic diversity of arbuscular mycorrhizal fungi
associated with four Alnus species in Changbai
Mountains: A nested PCR-RFLP analysis
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China;2Graduate University of Chinese Academy of Sciences, Beijing 100039, China

Abstract

In this paper, the colonization of arbuscular mycorrhizal fungi (AMF) on the root samples of 4
Alnus species in Changbai Mountains was investigated by using nested PCR-RFLP technique,
and the PCR results were tested by restriction endonuclease analysis method. The results
revealed that the uncultured AMF had a high genetic diversity, and the colonization had a
trend from promiscuity to specialization. The AMF from Alnus mandshuica showed the greatest
specialization to the host, and Glomus was the dominant colonizer of A. mandshuica. The AMF
from A. sibirica var. hirsuta, A. sibirica, and A. tinctoria showed promiscuity, and host had more
significant effects on the colonization of AMF than altitude.
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