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Ren H,Rao J,Tang M,Li Y,Dang X,Lin D.(2022) PP2A interacts with KATANIN to promote microtubule organization and conical cell morphogenesis. J
Integr Plant Biol. (https://pubmed.ncbi.nlm.nih.gov/35587570/) https://www.jipb.net/EN/10.1111/jipb.13281.
Gao Y,Liu X,Jin Y,Wu J,Li S,Li Y,Chen B,Zhang Y,Wei L,Li W,Li R,Lin C,Reddy A,Jaiswal R,Gu L.(2022) Drought induces epitranscriptome and
proteome changes in stem-differentiating xylem of Populus trichocarpa. Plant Physiology.
(https://pubmed.ncbi.nlm.nih.gov/35670753/) https://doi.org/10.1093/plphys/kiac272.

Liu S, Zhang L, Gao L, Chen Z, Bie Y, Zhao Q, Zhang S, Hu X, Liu Q, Wang X, Wang Q. (2022) Differential photoregulation of the nuclear and
cytoplasmic CRY1 in Arabidopsis. New Phytologist. (https://pubmed.ncbi.nlm.nih.gov/35094400/)(doi: 10.1111/nph.18007).

Zhang Z,Wang H,Wu J,Jin Y,Xiao S,Li T,Liu X,Zhang H,Zhang Z,Su J,Liu J,Wang X,Gao Y,Ma X and Gu L. (2022) Comprehensive Transcriptome
Analysis of Stem-Differentiating Xylem Upon Compression Stress in Cunninghamia Lanceolata.Frontiers in Genetics
(https://www.frontiersin.org/articles/10.3389/fgene.2022.843269/full). https://doi.org/10.3389/fgene.2022.843269.

Zheng Y,Yang D,Rong J,Chen L,Zhu Q,He T,Chen L,Ye J,Fan L,Gao Y,Zhang H,Gu L.(2022) Allele-aware chromosome-scale assembly of the
allopolyploid genome of hexaploid Ma Bamboo (Dendrocalamus latiflorus Munro). Journal of Integrative Plant Biology.
(https://onlinelibrary.wiley.com/doi/10.1111/jipb.13217?af=R)64(3):649-670.
Cai S, Jia J, He C, Zeng L, Fang Y, Qiu G, Lan X, Su J, He X.(2022) Multi-Omics of Pine Wood Nematode Pathogenicity Associated With Culturable
Associated Microbiota Through an Artificial Assembly Approach. Frionters in Plant Science.
(https://www.frontiersin.org/articles/10.3389/fpls.2021.798539/full) doi: 10.3389/fpls.2021.798539.
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Wang X, Jiang B, Gu L, Chen Y, Mora M, Zhu M, Noory E, Wang Q, Lin C.(2021) A photoregulatory mechanism of the circadian clock in
Arabidopsis.Nature Plants. (https://pubmed.ncbi.nlm.nih.gov/34650267/)7(10):1397-1408.
Chen Y, Hu X, Liu S, Su T, Huang H, Ren H, Gao Z, Wang X, Lin D, Wohlschlegel JA, Wang Q, Lin C.(2021) Regulation of Arabidopsis photoreceptor
CRY2 by two distinct E3 ubiquitin ligases.Nature Communications (https://pubmed.ncbi.nlm.nih.gov/33846325/).12(1):2155. doi: 10.1038/s41467-021-
22410-x.
Wu Y,Wang Q,Qu J,Liu W,Gao X,Li X,Yang,X,Lin C,Shuai J. (2021) Different response modes and cooperation modulations of blue-light receptors in
photomorphogenesis. Plant Cell Environ.  (https://pubmed.ncbi.nlm.nih.gov/33665849/)44:1802–1815.
Xiang M,Ding W,Wu C,Wang W,Ye S,Cai C,Hu X,Wang N,Bai W,Tang X,Zhu C,Xu Q,Zheng Y,Ding Z,Lin C,Zhu Q. (2021) Production of purple Ma
bamboo (Dendrocalamus latiflorus Munro) with enhanced drought and cold stress tolerance by engineering anthocyanin biosynthesis.Planta
(https://pubmed.ncbi.nlm.nih.gov/34386845/).254(3):50. doi: 10.1007/s00425-021-03696-z.
Liu Y,Duan X,Zhao X,Ding W,Wang Y,Xiong Y. (2021) Diverse nitrogen signals activate convergent ROP2-TOR signaling in Arabidopsis.Developmental
Cell. (https://pubmed.ncbi.nlm.nih.gov/33831352/)56(9):1283-1295.
Liu Y,Xiong Y.(2021) Liquid culture system for efficient depletion of the endogenous nutrients in Arabidopsis seedlings.Star Protocols.
(https://pubmed.ncbi.nlm.nih.gov/34761234/)2(4):100922. doi: 10.1016/j.xpro.2021.100922.
Zhu T,Tang W,Chen D,Li J,Su J. (2021) Identification of a novel efficient transcriptional activation domain from Chinese fir (Cunninghamia
lanceolata).Journal of Genetics and Genomics. (https://pubmed.ncbi.nlm.nih.gov/33722521/)48(3):257-259.
Piao M,Zou J,Li Z,Zhang J,Yang L,Yao N,Li Y,Tang H,Zhang L,Yang D,Yang Z,Du X,Zuo Z. (2021) The Arabidopsis HY2 Gene Acts as a Positive
Regulator of NaCl Signaling during Seed Germination.International Journal of Molecular Sciences. (https://pubmed.ncbi.nlm.nih.gov/34445714/)22(16):9009.
doi: 10.3390/ijms22169009.
Zou J,Li Z,Tang H,Zhang L,Li J,Li Y,Yao N,Li Y,Yang D,Zuo Z. (2021) Arabidopsis LSH8 positively regulates ABA signaling by changing the
expression pattern of ABA responsive proteins. International Journal of Molecular Sciences. (https://pubmed.ncbi.nlm.nih.gov/34638657/)22(19):10314.doi:
10.3390/ijms221910314.
Chen K,Hu K,Xi F,Wang H,Kohnen M,Gao P,Liao J,Wei W,Liu X,Zhang H,Gu L.(2021) High-efficient and transient transformation of Moso Bamboo
(Phyllostachys edulis) and Ma Bamboo (Dendrocalamus latiflorus Munro). Journal of Plant Biology (https://link.springer.com/article/10.1007/s12374-
020-09294-y). https://doi.org/10.1007/s12374-020-09294-y.

Wang H,Liu S,Dai X,Yang Y,Luo Y,Gao Y,Liu X,Wei W,Wang H,Xu X,Reddy A,Jaiswal P,Li W,Liu B,Gu L.(2021)PSDX: A comprehensive multi-omics
association database of Populus trichocarpa with a focus on the secondary growth in response to stresses. Frontiers in Plant Science
(https://pubmed.ncbi.nlm.nih.gov/34122478/). 20;12:655565.doi: 10.3389/fpls.2021.655565.

Liu X,Gao Y,Liao J,Miao M,Chen K,Xi F,Wei W,Wang H,Wang Y,Xi X, Reddy A ,Gu L.(2021) Genome-wide profiling of circular RNAs, alternative
splicing, and R-loops in stem-differentiating xylem of Populus trichocarpa. J Integr Plant Biol (https://pubmed.ncbi.nlm.nih.gov/33570252/) .63(7):1294-
1308. 

Lin Z,Guo C,Lou S,Jin S,Zeng W,Guo Y,Fang J,Xu Z,Zuo Z,Ma L.(2021) Functional analyses unveil the involvement of moso bamboo (Phyllostachys
edulis) group I and II NIN-LIKE PROTEINS in nitrate signaling regulation. Plant Science (https://pubmed.ncbi.nlm.nih.gov/33775367/) .306:110862.doi:
10.1016/j.plantsci.2021.110862.

Wu B,Liang A,Zhang H,Zhu T,Zhou Z,Yang D,Tang W,Li J,Su J. (2021)Application of Conventional UAV-based High-throughput Object Detection in the
Early Diagnosis of Pine Wilt Disease by Deep Learning.Forest Ecology and Management.
(https://www.sciencedirect.com/science/article/pii/S037811272100075X)https://doi.org/10.1016/j.foreco.2021.118986.
Tu M,Wang W,Yai N,Cai,C,Liu Y,Lin C,Zuo Z,Zhu Q.(2021) The transcriptional dynamics during de novo shoot organogenesis of Ma bamboo
(Dendrocalamus latiflorus Munro): implication of the contributions of abiotic stress response in this process.The Plant Journal
(https://onlinelibrary.wiley.com/doi/10.1111/tpj.15398?af=R). https://doi.org/10.1111/tpj.15398.
Fu L, Liu Y, Qin G, Wu P, Zi H, Xu Z, Zhao X, Wang Y, Li Y, Yang S, Peng C, Wong CCL, Yoo SD, Zuo Z, Liu R, Cho YH, Xiong Y. (2021) The TOR-
EIN2 axis mediates nuclear signalling to modulate plant growth. Nature. (https://pubmed.ncbi.nlm.nih.gov/33658715/)doi: 10.1038/s41586-021-03310-y. 
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Wang J,Wu B,Kohnen MV,Lin D,Yang C,Wang X,Qiang,A,Liu W,Kang J,Li H,Shen J,Yao T,Su J,Li B and Gu L.(2021) Classification of Rice Yield
Using UAV-Based Hyperspectral Imagery and Lodging Feature. Plant Phenomics (https://spj.sciencemag.org/journals/plantphenomics/2021/9765952/).
https://doi.org/10.34133/2021/9765952.
Liu Y, Zhu P, Cai S, Haughn G, Page JE. (2021) Three novel transcription factors involved in cannabinoid biosynthesis in Cannabis sativa L. Plant Mol
Biol. (https://pubmed.ncbi.nlm.nih.gov/33625643/) doi: 10.1007/s11103-021-01129-9. 
Cai S, Zhang Z, Huang S, Bai X, Huang Z, Zhang YJ, Huang L, Tang W, Haughn G, You S, Liu Y. (2021) CannabisGDB: a comprehensive genomic
database for Cannabis Sativa L. Plant Biotechnol J. (https://pubmed.ncbi.nlm.nih.gov/33462958/) doi: 10.1111/pbi.13548. 
Zhang Z, Wang H, Wang Y, Xi F, Wang H, Kohnen MV, Gao P, Wei W, Chen K, Liu X, Gao Y, Han X, Hu K, Zhang H, Zhu Q, Zheng Y, Liu B, Ahmad
A, Hsu YH, Jacobsen SE, Gu L. (2021) Whole genome characterization of chronological age-associated changes in methylome and circular RNAs in
moso bamboo (Phyllostachys edulis) from vegetative to floral growth. Plant J. (https://pubmed.ncbi.nlm.nih.gov/33506534/) doi: 10.1111/tpj.15174. 
Gao Y, Liu X, Wu B, Wang H, Xi F, Kohnen MV, Reddy ASN, Gu L. (2021) Quantitative profiling of N6-methyladenosine at single-base resolution in
stem-differentiating xylem of Populus trichocarpa using Nanopore direct RNA sequencing. Genome Biol.
(https://pubmed.ncbi.nlm.nih.gov/33413586/)22(1):doi: 10.1186/s13059-020-02241-7.

2020
Wang Q,Lin C.（2020）Mechanisms of Cryptochrome-Mediated Photoresponses in Plants.Annu Rev Plant Biol
(https://pubmed.ncbi.nlm.nih.gov/32169020/). 71:103-129.
Wang Q,Lin C.（2020）A structural view of plant CRY2 photoactivation and inactivation. Nat Struct Mol Biol.
(https://pubmed.ncbi.nlm.nih.gov/32398828/) 27(5):401-403. 
Fu L,Wang P,Xiong Y.（2020）Target of Rapamycin Signaling in Plant Stress Responses.Plant Physiology (https://pubmed.ncbi.nlm.nih.gov/31949028/).
182(4):1613-1623.
Liu Y,Wu C,Hu X,Gao H,Wang Y,Luo H,Cai S,Li G,Zheng Y,Lin C,Zhu Q.（2020）Transcriptome profiling reveals the crucial biological pathways
involved in cold response in Moso bamboo (Phyllostachys edulis).Tree physiology (https://pubmed.ncbi.nlm.nih.gov/31860727/). 40(4):538-556.
Dang X,Chen B,Liu F,Ren H,Liu X,Zhou J,Qin Y,Lin D.（2020）Auxin signaling-mediated apoplastic pH modification functions in petal conical cell
shaping.Cell Reports (https://pubmed.ncbi.nlm.nih.gov/32187558/). 30(11):3904-3916.
Liu Q , Su T, He W, Ren H , Liu S, Chen Y , Gao L, Hu X , Lu H, Cao S , Huang Y , Wang X , Wang Q, Lin C.（2020）Photooligomerization
Determines Photosensitivity and Photoreactivity of Plant Cryptochromes.Molecular Plant (https://pubmed.ncbi.nlm.nih.gov/31953223/). 13(3):398-413.
Liu H,Su T,He W,Wang Q,Lin C.(2020) The Universally Conserved Residues Are Not Universally Required for Stable Protein Expression or Functions of
Cryptochromes. Molecular Biology and Evolution (https://www.ncbi.nlm.nih.gov/pubmed/31550045).37(2):327-340.
Ye S,Chen G ,Kohnen MV,Wang W,Cai C,Ding W,Wu C,Gu L,Zheng Y,Ma X,Lin C,Zhu Q.(2019) Robust CRISPR/Cas9 mediated genome editing and
its application in manipulating plant height in the first generation of hexaploid Ma bamboo (Dendrocalamus latiflorus Munro). Plant Biotechnology
Journal (https://onlinelibrary.wiley.com/doi/full/10.1111/pbi.13320). Dec 19. doi: 10.1111/pbi.13320.
 

Ye W, Wang T, Wei W, Lou S, Lan F, Zhu S, Li Q, Ji G, Lin C, Wu X, Ma L.(2020) The Full-Length Transcriptome of Spartina alterniflora Reveals the
Complexity of High Salt Tolerance in Monocotyledonous Halophyte. Plant Cell Physiol. (https://pubmed.ncbi.nlm.nih.gov/32044993/)61(5):882-896. 
Yuan X, Xu P, Yu Y, Xiong Y. (2020) Glucose-TOR signaling regulates PIN2 stability to orchestrate auxin gradient and cell expansion in Arabidopsis
root. Proc Natl Acad Sci U S A. (https://pubmed.ncbi.nlm.nih.gov/33288701/) 117(51):32223-32225. 
Cai C, Wang W, Ye S, Zhang Z, Ding W, Xiang M, Wu C, Zhu Q. (2020) Overexpression of a Novel Arabidopsis Gene SUPA Leads to Various
Morphological and Abiotic Stress Tolerance Alternations in Arabidopsis and Poplar. Front Plant Sci. (https://pubmed.ncbi.nlm.nih.gov/33281837/) doi:
10.3389/fpls.2020.560985. PMID: 33281837; PMCID: PMC7688997.
Ye X, Tu M, Piao M, Yang L, Zhou Z, Li Z, Lin M, Yang Z, Zuo Z. (2020) Using phage-assisted continuous evolution (PACE) to evolve human PD1. Exp
Cell Res. (https://pubmed.ncbi.nlm.nih.gov/32860814/) doi: 10.1016/j.yexcr.2020.112244. 
Dang X, Zhu L, Lin D. (2020) Live imaging of microtubules in petal conical cells. Methods Cell Biol.
(https://pubmed.ncbi.nlm.nih.gov/32896320/) 160:253-261. 
Zhang Z, Yang X, Cheng L, Guo Z, Wang H, Wu W, Shin K, Zhu J, Zheng X, Bian J, Li Y, Gu L, Zhu Q, Wang ZY, Wang W. (2020) Physiological and
transcriptomic analyses of  brassinosteroid function in moso bamboo (Phyllostachys edulis) seedlings.Planta.
(https://pubmed.ncbi.nlm.nih.gov/32712728/)doi: 10.1007/s00425-020-03432-z. PMID: 32712728.
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Wang Y, Wang H, Xi F, Wang H, Han X, Wei W, Zhang H, Zhang Q, Zheng Y, Zhu Q, Kohnen MV, Reddy ASN, Gu L. (2020) Profiling of circular RNA
N6 -methyladenosine in moso bamboo (Phyllostachys edulis) using nanopore-based direct RNA sequencing. J Integr Plant Biol.
(https://pubmed.ncbi.nlm.nih.gov/32735361/) 62(12):1823-1838. 
Guo Z, Zhang Z, Yang X, Yin K, Chen Y, Zhang Z, Shin K, Zhu Q, Wang ZY, Wang W. (2020) PSBR1, encoding a mitochondrial protein, is regulated by
brassinosteroid in moso bamboo (Phyllostachys edulis). Plant Mol Biol. (https://pubmed.ncbi.nlm.nih.gov/32040757/)103(1-2):63-74. 

2019

Zhao L,Zhang H,Kohnen M,Prasad K V,Gu L,Reddy A S.（2019）Analysis of Transcriptome and Epitranscriptome in Plants Using PacBio Iso-Seq and
Nanopore-Based Direct RNA Sequencing .Frontiers in Genetics (https://pubmed.ncbi.nlm.nih.gov/30949200/).3(21): 10:253. doi:
10.3389/fgene.2019.00253.
Wang T,Li Q,Lou S,Yang Y,Peng L,Lin Z,Hu Q,Ma L.（2019）GSK3/ shaggy-like kinase 1 ubiquitously regulates cell growth from Arabidopsis to Moso
bamboo (Phyllostachys edulis).Plant Science (https://pubmed.ncbi.nlm.nih.gov/31128699/).283:290-300.
Wu B,Zhang H,Lin L,Wang H,Gao Y,Zhao L,Chen Y,Chen R,Gu L.（2019）A similarity searching system for biological phenotype images using deep
convolutional encoder-decoder architecture. Current Bioinformatics
(https://www.ingentaconnect.com/content/ben/cbio/2019/00000014/00000007/art00011).14(7):628-639.
Potok M E,Wang Y,Xu L,Zhong Z,Liu W,Feng S,Naranbaatar B,Rayatpisheh S,Wang Z,Wohlschlegel J A,Ausin I,Jacobsen S E.（2019）Arabidopsis
SWR1-associated protein methyl-CpG-binding domain 9 is required for histone H2A.Z deposition. Nature Communications
(https://pubmed.ncbi.nlm.nih.gov/31350403/). 10(1): 3352.
doi: 10.1038/s41467-019-11291-w.
Zhu Q,Gallemi M, Pospíšil J, Žádníková P, Strnad M, Benková E.（2019）Root gravity response module guides differential growth determining both
root bending and apical hook formation in Arabidopsis.Development (https://pubmed.ncbi.nlm.nih.gov/31391194/).146(17): dev175919.doi:
10.1242/dev.175919.
Wang Q,Lin C.（2019）Photoreceptor signaling: when COP1 meets VPs.EMBO JOURNAL (https://pubmed.ncbi.nlm.nih.gov/31432520/).
38(18):e102962.doi: 10.15252/embj.2019102962.
Yang Z, Chen L, Kohnen M V , Xiong B , Zhen X , Liao J , Oka Y , Zhu Q, Gu L , Lin C , Liu B.（2019）Identification and Characterization of the
PEBP Family Genes in Moso Bamboo (Phyllostachys heterocycla).Scientific  Reports (https://pubmed.ncbi.nlm.nih.gov/31628413/). 9(1):14998.doi:
10.1038/s41598-019-51278-7.
Zou X,Liang A,Wu B,Su J.（2019）UAV-based high-throughput approach for fast growing Cunninghamia lanceolata (Lamb.) cultivar screening by
machine learning.Forests (https://www.researchgate.net/publication/335923914_UAV-Based_High-
Throughput_Approach_for_Fast_Growing_Cunninghamia_lanceolata_Lamb_Cultivar_Screening_by_Machine_Learning).10(9):815.
Li Y,Lin B,Zhu P,Zhang H,Su J.（2019）The interactions of PhSPL17 and PhJAZ1 mediate the on- and off-year moso bamboo (Phyllostachys
heterocycla) resistance to the Pantana phyllostachysae larval feeding.Pest Manag Science (https://pubmed.ncbi.nlm.nih.gov/31713977/). 76(4):1588-1595.
Zhang N,Meng Y,Li X,Zhou Y,Ma L,Fu L, Schwarzländer M,Liu H,Xiong Y.（2019）Metabolite-mediated TOR signaling regulates the circadian clock
in Arabidopsis.PNAS (https://pubmed.ncbi.nlm.nih.gov/31792194/). 116(51):25395-25397.
Wang H, Wang H, Zhang H, Liu S, Wang Y, Gao Y, Xi F, Zhao L, Liu B, Reddy ASN, Lin C, Gu L.(2019) The interplay between microRNA and
alternative splicing of linear and circular RNAs in eleven plant species.Bioinformatics (https://www.ncbi.nlm.nih.gov/pubmed/?

term=The+interplay+between+microRNA+and+alternative+splicing+of+linear+and+circular+RNAs+in+elevenplant+species). 35(17):3119-3126. 
Yu X, Wang Y, Kohnen MV, Piao M, Tu M, Gao Y, Lin C, Zuo Z, Gu L.(2019) Large Scale Profiling of Protein Isoforms Using Label-Free Quantitative
Proteomics Revealed the Regulation of Nonsense-Mediated Decay in Moso Bamboo (Phyllostachys edulis). (https://www.ncbi.nlm.nih.gov/pubmed/?
term=Large+Scale+Profiling+of+Protein+Isoforms+Using+Label-Free+Quantitative+Proteomics+Revealed+the+Regulation+of+Nonsense-
Mediated+Decay+in+Moso+Bamboo+(Phyllostachys+edulis))
Cells (https://www.ncbi.nlm.nih.gov/pubmed/?term=Large+Scale+Profiling+of+Protein+Isoforms+Using+Label-
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