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Cloning and Analysis of the Terminal Sequence of Barley
Yellow Dwarf Virus GPV
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Abstract:

The authentic 5’ and 3’ terminal sequences of genome of barley yellow dwarf virus

(BYDV) GPV were obtained by 5’ and 3’ RACE and RT-PCR techniques. The analysis showed
that 5’ terminal sequence in the genome of GPV was 302 nt long, which included the start
codon ATG and 5’ un-translated region (UTR) of 100 nt. Compared with other virus of
Polerovirus, the length of 5 UTR was variable and un-conservative. While 3’ terminal

sequence in the genome of GPV was 328 nt long, including the terminator codon TGA and 3’
UTR of 93 nt. 3’UTR was 74 nt shorter than that of RPV. The homology of 3’UTR between

GPV and RPV was 40%, but the terminal of 3’"UTR was conservative. The homology was 84.34%

between GPV and RPV.
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