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Pathogenicity Analysis of Magnaporthe grisea Isolates
from Yunnan
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Abstract

The pathogenicity of 33 isolates of Magnaporthe grisea mainly from Yunnan Province was
analyzed by inoculation onto 43 rice varieties. Their pathogenic frequencies (PF) varied
greatly, from 20.59% to 83.72%. Their pathogenicity is related to the origins at some extent.
Virulence of the isolates from Yiliang County was the strongest with 81.40% PF, the middle
from Chengjiang and Weishan Counties, with 64.29% and 62.79% PF, respectively, and
weaker from other counties. The isolates from Southeastern Yunnan diversified in
pathogenicity with strong virulence. The isolates, however, from the middle and western
Yunnan have relatively weaker virulence.
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