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Abstract

This paper is researched on the molecular fingerprint of 35 isolates of Phytophthora
infestans from 9 counties of Yunnan province by RAPD. The results showed the isolates from
potato and tomato had abundant genetic diversity. The analysis of clustering indicated all
isolates were clustered into different genetic similarity group at different similarity level. It is
showed the isolates from potato and tomato had genetic difference. But the isolates from
potato and tomato could not clustered into two different genetic group, they could clustered
different genetic group.

Key words Phytophthora infestans potato tomato genetic diversity RAPD

DOI:

7 e he
ARIAFE B
¥ Supporting info
 PDE(545K B)
¥ [HTML 4= 3] (0K B)
» 275 ik
k55 5 I 15
P JUASCHETR SR R
b AR A5
BT A A
P IR
k Email Alert
b 30 7 45t
b 0 B0 BB
HRAF B
bOARTI A BRI
ARG
PSR AR R
- it

WWAEE 5k 20 blackfarin@126.com




