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VARIATION AMONG PHYTOPHTHORA PARASITICA STRAINS ISOLATED FROM DIFFERENT HOST-PLANTS

SHEN Gui, WANG Yuan-Chao, ZHENG Xiao-Bo

Key Lab of Monitoring and Management of Plant Disease and Insects of Chinese Ministry of Agriculture, College of
Plant Protection, Nanjing Agricultural University, Nanjing 210095

Abstract: Genomic fingerprints of 29 isolates of Phytophthora parasitica from different hosts were analyzed by using
13 RAPD primers selected from 300 random primers with abundant polymorphisms. Genomic DNA from different
isolates were amplified with selected 13 primers and 139 marked bands were produced, in which 133 bands accounti
for 95.7% of the total bands produced were polymorphic. The genetic distance was caculated and phylogenetic tree
was constructed by the software of PopGene version 1.31, and the 29 tested isolates were divided into five genetic
groups. It showed that the genetic diversity was very rich among the tested isolates. The isolates from Nicotania
tabaccum (tobacco), Nicotiana glutinosa (tobacco), Chimonanthus praecox (wintersweet), Yucca gloriosa (beargras
and Passiflora edulis (passionflower) were clustered into one group, respectively, and showed high relativity with th
hosts. The similarity of Lycopersicum esculentum (tomato) isolates was about 60.9%, and they could be clustered in
two distinct groups. The similarity of the five isolates from Sophora chinensis (sophora) was about 66.7%~88.4%,
and they also were clustered into two groups when the phylogenetic tree was constructed at the value point of 0.2
of the genetic distance. The results suggested that the host plants could have some effect on the genomic structure
of the pathogen during the co-evolution between pathogen and hosts.
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Tablel The isolate number, hosts, localities of P. parasitica tested
B4 Isolate No. 77 = Host KA Locality
N1 3238 Nicotiania tabacum z:Fd Yunnan
2 WM~ Yunnan
3 MHEM = F Yunnan
4 WEAH < Yunnan
N5 HH A Z® Yunnan
N6 4l = Yunnan
7 WM~ Yunnan
8 WM ¥ Yunnan
N9 Il 4 =’ Yunnan
N10 @48 (i %< Shandong
N11 5@ H (%R Shandong
N12 I8 HH A1 unknown




N13 1M A1 unknown

N14 L H-H Nicotiana glutinosa F4 5t Nanjing
CH1 #i] #£ Sophora chinensis 74 51 Nanjing

CH2 %l # F§3¢ Nanjing

CH3 il M P93¢ Nanjing

CH4 il # P93¢ Nanjing

CH5 i #£ 93¢ Nanjing

T1 7% 7if Lycopersicum esculentum B4 %% Nanjing
T2 % 7l Lycopersicum esculentum F§ 5 Nanjing
L1 /i #¢ Chimonanthus praecox Fg & Nanjing
L2 JlI& #g Chimonanthus praecox Fg5{ Nanjing
Q1 i F Solanum melongena B4 5 Nanjing

F1 #2%J& Yucca gloriosa ST unknown

F2 #2*%J& Yucca gloriosa ANT unknown

X1 V475 Passiflora edulis. 4% Fujian

X2 V4FEIE Passiflora edulis. ##%# Fujian

H1 #% 2 Hibiscus yosa-sinensi 1t 5 Beijing
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Table 2 Number of fragments amplified with 13 primers selected from 300 random primers

BENLF14) Random primers §§&/7°%1 (5, -3, ) Nucleotide sequences (5, -3, ) RAPD4%7i#{ RAPD bands %:
YL %L Polymorphic bands

S47 S75 S98 S132 S144 S147 S170 S225 S300 S361 S493 S503 S504 43 Total TTGGCACGGG GACGGATCAG
GGCTCATGTG ACGGTACCAG GTGACATGCC AGATGCAGCC ACAACGCGAG TCCGAGAGGG AGCCGTGGAA
CATTCGAGCC GGAGTGGACA ACACAGAGGG CCCGTAGCAC91011891315131110101010 13989118911
13118101010 133
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