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Analysis on Genetic Diversity of Alternaria alternata by
RAPD in Yunnan
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1. Faculty of Plant Protection, Y A U, Kunming 650201, China;
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Abstract

24 Alternaria alternata isolates from different places in Yunnan province were analyzed for
genetic diversity by using Random Amplified Polymorphic DNA (RAPD). The results showed that
there existed rich genetic diversity in all the isolates in Yunnan province. Following PCR
amplification with 12 arbitrary primers, a total of 145 DNA bands were found and all of them
were polymorphic. The genetic structure of Alternaria alternata (Fries) Keissler was different
among different places, and the more similarity of growing entironment of tobacco plant, the
more similarity in genetic structure of these isolates. The genetic structure of Alternaria
alternata (Fries) Keissler was influenced by genetic background of host cultivar, and the
genetic structure of isolates from different host cultivar was different.
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