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Abstract: Microbial community in rhizosphere is an important component in rhizosphere ecosystems, which is closely
related to the nutrient availability, plant growth and disease resistance. There are great differentiations in
rhizosphere microbial community among plant species or even genotypes.In this study, using the microbe DNA
extracted from the rhizosphere of two soybean genotypes (culture-independent) and from colony incubated on two
culture media (culture-dependent) as the template, the bacterial 16S rDNA fragments were amplified with primer
set GC-357f and 517r, and the PCR products were separated by DGGE, the band pattern was analyzed by Cluster
and PCA analysis. The results showed that bacterial communities in the two soybean rhizosphere were similar,
but the communities which were obtained from culture plate differed with genotype, and not influenced by
culture medium as soil extract medium and NA medium as well as inoculation density.DGGE results showed that
the bacterial species diversity index(H) and abundance (S) of culture-independent method were higher than
those of culture-dependent, which indicated that the culturevdependent method is an re—choice process. In this
process some microbes information was enhanced while many of microbes information were lost.Sequence results
showed that the bacteria of Bacteroidetes, Proteobacteira and Actinobacteria commonly existed in the soybean
rhizosphere, and the y -Proteobacteria, « -Proteobacteria and Actinobacteria were all the dominate

bacteria. The bacteria of B -Protebacteria and Bacteroidetes did not dominate in the soybean rhizosphere, but
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in the culture plate.This study clearly identified that the bacterial community structure changed after

culture, compared with uncultured, which may impede the research of bacterial community in natural condition.
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