
[1] , , , . [J]. ,2007,26(06):907-913.

[doi:10.3969/j.issn.1000-9841.2007.06.019]

XU Yan-xia,WANG Guang-hua,JIN Jian,et al.COMPARISON OF BACTERIAL COMMUNITY IN RHIZOSPHERE OF SOYBEAN BY 

ANALYSIS OF 16S RDNA OBTAINED DIRECTLY FROM SOIL AND CULTURE PLATE[J].Soybean Science,2007,26(06):907-913.

[doi:10.3969/j.issn.1000-9841.2007.06.019]

1/3-

2018/11/24 http://ddkx.haasep.cn/oa/DArticle.aspx?type=view&id=200706019



2 . [J]. 2007 38(1) 167-172.

3 . [J]. 2006 (5) 46-48.

4 Marschner P Yang C H Lieberei R et al.Soil and plant specific effects on bacterial community composition in 

the rhizosphere[J].Soil Biology and Biochemistry 2001 33 1437-1445.

5 . [J]. 2005 45(3) 478.

6 . [J]. 2003 22(5) 131-136.

7 . [J]. 2002 11(2) 167-171.

8 . [J]. 1991 (3) 331-333.

9 . [J]. 2006 25(3) 279-287.

10 . NaCl [J]. 2006.25(4) 421-424.

11 . [J]. 1999 22(3) 242-246.

12 Zhou J Bruns M A Tiedje J M.DNA recovery from soils of diverse composition [J].Applied and Environmental 

Microbiology 1996 62:316-312.

13 Watanabe T Asakawa S Nakamur A et al.DGGE method for analyzing 16SrDNA of methanogenic archaeal community 

in paddy field soil [J].FEMS Macrobiology Letters 2004 23(2) 153-163.

14 Muyzer G De Waal E D Uitterlinden A G.Profiling of complex microbial populations by denaturing gradient gel 

electrophoresis analysis of polymerase chain Reaction amplified genes coding for 16SrRNA [J].Applied and 

Environmental Microbiology,1993 59 695-700.

15 Yang C Crowiey D E.Rhizosphere microbial community structure in relation to root location and plant iron 

nutritional status [J].Applied and Environmental Microbiology 2000 66(1) 345-351.

16 Tscherko D Hammesfahr U Marx M C et al.Shifts in rhizosphere microbial communities and enzyme activity of 

Poaalpina across an alpine chronosequence [J].Soil Biology and Biochemistry 2004 36 1685-1698.

17 Rosell -Mora R Amann R.The species concept for prokaryotes [J].FEMS Microbiology Reviews,2001,25(1):39-67.

18 Dunbar J Takala S Barns S M. Levels of bacterial community diversity in four arid soils compared by 

bacterial groups from soils of the arid southwestern united states that are present in many geographic regions 

[J].Applied and Environmental Microbiology 1997 63 36l4-3621.

19 . DGGE [J]. 2006 (3) 482-486.

20 . [J]. 1999 1(4) 15-20. 

2/3-

2018/11/24 http://ddkx.haasep.cn/oa/DArticle.aspx?type=view&id=200706019



1981-

E-mail:guanghuawang@hotmail.com 

/Last Update: 2014-10-19

 © 2012 

ICP 11000329 -2

3/3-

2018/11/24 http://ddkx.haasep.cn/oa/DArticle.aspx?type=view&id=200706019


