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Effects of Transgenic Bt Cotton Biomass on Soil Microbial Community Structure, Based on Pospholipid Fatty Acid Analysis
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and phospholipid fatty acid(PFLA) analysis. We used three transgenic Bt cotton lines(Jinmian 26, Jinmian 44, and CCRI AGES
41) and their isogenic non-Bt cotton lines (Jinmian 7, Jihe 492, and CCRI 23). Different plant biomasses (0, 2, 4, 6, and 8 fF % A1 K30

Abstract: We evaluated the effects of transgenic Bt cotton biomass on soil microbial communities using soil incubation

g ) were mixed with 200 g of soil for each line, and incubated at 28 °C for 45 days. The total concentration of PLFAs (R
significantly increased with increasing cotton biomass, and the microbial community was characterized by a v R B

predominance of fungi in the soil amended with cotton biomass in comparison with the control(soil without cotton b 2
biomass). In contrast, the microbial community was characterized by a predominance of bacteria and actinomycetes in

the control soil. Differences between Bt-cotton and non-Bt soils depended on cotton lines and cotton biomass in the b IRAH
soil. PGk
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