o=

EllEg

T

i

) §

:-r L
[ %1

‘.

s

BHH > £F > #H

IR

2021-03-25 20:27:39 =R HEF R =52 2621

BIVE, {RFEL, Hih, mEtESD

E-mail: hanyahui@qau.edu.cn

BN LRSS SHEHKERRE7008E5 SR A SERHE16079
HEZN:

2009.9-2013.6 ZE R AEEGRIFZEEVFATI, FKBESFTEN

2013.9-2018.6 R I AZLE58REEFREESET W, FEREELSN

T
2018.8-2%, FEE5RIWAE, #Hd
HIRE:

(FZ2Z) . (FHEFSEE)
FEAF LIE:

D R ARMAZESHERNRERREE, TENSESSRRINERFEBRASIVIIEEEREmicro
RNARVHTFR.

TERRAIMBE RAFEEE:
TEERBARFESEFME, csn-miR396b25Z MK RMHBINR ARSI,

Yahui Han, Keyi Huang, Yajun Liu, Tianming Jiao, Guoliang Ma, Yumei Qian, Peigiang Wang, Xinl
ong Dai, Liping Gao, and Tao Xia. Functional Analysis of Two Flavanone-3-Hydroxylase Genes from

Camellia sinensis: Critical Role in Flavonoid Accumulation. Genes. 2017, 10.

Yahui Han, Yunpeng Cao, Haiyang Jiang and Ting Ding*. Genome-wide dissection of the chalco

ne synthase gene family in Oryza sativall]. Molecular Breeding. 201/, 37(10): 119.

Yahui Han#, Ting Ding#, Bo Su and Haiyang Jiang *Genome-Wide ldentification, Characterizatio
n and Expression Analysis of the Chalcone Synthase Family in Maize. International Journal of Molec
ular Sciences. 20716, 2.

B =287
R el

23 () &N &ICP#130285375-5 &M=z 370214020001045
ESHAKMSESESSRIG iERHA: Copyright © BESRICCEERAE
Heht: WIS S5 WAK %7005
fEgm: 266109

wh s Uk S bk g




