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摘要 以核糖体DNA 内转录间隔区（Internal Transcribed Spacer，rDNA ITS 区）作为DNA 条形码 
对辣椒进行系统进化分析。利用收集的17 份辣椒资源，提取总DNA，进行PCR 扩增和测序，并从GenBank 
下载辣椒属的主要栽培种浆果状椒（Capsicum baccatum）、茸毛椒（C. pubescens）、灌木状辣椒（C. 
frutescens）和野生种（C. eximium）、野生种（C. lycianthoides）的ITS 序列，进行系统进化与亲缘关系

分 
析。结果表明，以野生种（C. eximium）的ITS 序列为参考序列，利用Clustalx 2.1 软件进行比对，发现3 
个中华辣椒、茸毛椒和灌木状辣椒在ITS1 区有15 个碱基缺失。以茄科番茄属（lycopersicon）栽培种‘上 
海906’作为外类群，在进化树标尺约0.11 处，22 个辣椒属ITS 序列可分为6 个分支。全部一年生辣椒 
（14 个）聚在一支。中华辣椒（3 个）和灌木状辣椒聚在一支，表明中华辣椒与灌木状辣椒亲缘关系相 
对较近。野生种（C. eximium）、浆果状椒、茸毛椒和野生种（C. lycianthoides）分别单独为一支。

Service

把本文推荐给朋友   

加入我的书架 

加入引用管理器 

Email Alert 

RSS

作者相关文章

徐小万

李 颖

王恒明

徐晓美

李 涛

罗少波

关键词： 辣椒   ITS 序列   系统进化     

Abstract： Based on the emerging field of molecular systematics as a powerful classification tool，a 
phylogenetic analysis was conducted using sequences of the Internal Transcribed Spacer of nuclear
ribosomal DNA（rDNA ITS）as DNA bar-codes for phylogenetic analysis of Capsicum plants. Seventeen 
pepper（Capsicum）resources were collected from different localities and sequenced ITS for all samples by 
sanger dideoxy method. Furthermore，other ITS sequences of Solanum lycopersicum（Shanghai906），C. 
baccatum，C. pubescens，C. frutescens，C. eximium and C. lycianthoides were downloaded from GenBank 
and aligned with the sequences obtained in this study by Clustalx 2 software. Then，the（G + C）content， 
divergence and similarity among sequences were analyzed by DNAstar software. Finally，based on the ITS 
sequences，phylogenetic tree was reconstructed by MEGA5.1 software using Solanum lycopersicon 
（Shanghai 906）as an outgroup to root the tree. The alignment result indicated a 15-base deletion in the 
ITS1 region for C. chinense（No. 6，7，8），C. pubescens（No. 20）and C. frutescens（No. 22）but not in C. annuum，C. 
baccatum，C. eximium and C. lycianthoides. According to the analysis of phylogeny，the 22 
Capsicum samples were divided into 6 clustered，all of C. annuum samples were clustered together. C. 
chinense and C. frutescens were clustered together. The result indicated that the genetic relationships of C.
chinense and C. frutescens were close. C. eximium，C. baccatum，C. pubescens and C. lycianthoides 
represent entirely different branches. 
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