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Abstract: To further reveal the molecular mechanism of pol CMS fertility-restorer genes, digital gene expression profiling
technology was used to choose the F, segregating population hybrid of sterile lines and restorer lines. By using the F,

lines, differential expressions of Chinese cabbage pol CMS fertility- restorer genes were analyzed and real-time fluorescence
quantitative PCR was used to validate some genes. There were 2 826 differentially expressed genes, 441 of which were up-
regulated, and 2 835, down-regulated. GO functional annotations showed that many differentially expressed genes were
significantly clustered in cytoplasm, organelle, and macromolecular complex etc. Organelles were mainly mitochondria,
chloroplasts and plastid etc. These genes showed exonuclease activities and were. involved in the biological processes of
pollen wall formation and assembly. Metabolic pathways significantly related to pol CMS were mainly the pathways of
ribosomes, glucose and amino acid metabolism, peroxidase, nucleotide excision and repair, and RNA degradation. The

gene expression profile and RT-PCR results indicate that restorer genes regulate fertility restoration by down-regulation.
Further, four differentially expressed genes were shown to be closely related to fertility restoration were closely related to
fertility restoration.
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