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Abstract: [Objective] As one of the important fruit vegetables, cucumber (Cucumis sativus L.) owns the bR
characters of fructification which to be major focused in the study of breeding. Generally, the characters of =

fructification can be classified into two categories: related characters of production and fruit quality. These two } &
major characters have a significant influence on the production and commercial production of cucumber. QTL ]
mapping and analysis were conducted for fructification characters of cucumber in this study. While these

results will be beneficial for understanding the genetic mechanism of fructification characters, they also can b SR
provide helpful information for molecular marker assisted selection of cucumber breeding for high yield, gene fine b BER
mapping and gene cloneing. [Method] A SSR linkage map of cucumber was constructed using 148 F9 PR
recombinant inbred lines (RILs) which originated from a narrow-cross between 9110Gt and 9930 in an boARIR IR
experiment. Phenotypic data were investigated four times in various seasons. In this study, the multiple QTL
model (MQM) method of software package MapQTL version 4.0 was used to map and analyze QTLs. [Result]

P A

Eighteen QTLs were detected for 8 commercial fruit characters: 3 for fruit lengths(Fl ), 1 for fruit stalk lengths
(Fsl) , 1 for fruit diameter(Fd), 1 for fruit length / diameter ratio(Ldr) , 5 for fruit length / stalk ratio(Lsr), 4 for
fruit spine color (Fsc), 1 for fruit spine density (Fsd), 2 for fruit warts size(Fws), 14 QTLs were detected for 4
traits of mature fruit for seed harvest (length, diameter, weight and color). These QTLs were practically mapped
on chromosome 5 and 6, respectively. Twenty-four QTLs explained phenotypic variation more than 10%. Their
LOD values varied between 3.53 and 42.21, which explained 8.4%-73.1% of the phenotypic variation.
[Conclusion] A total of 32 QTLs were detected for 14 character of fructification. Fsc and Fws were found to
be expressed consistently under four cropping seasons in a greenhouse cultivation environment. The tight
linkage markers (SSR02697, SSR19256, SSR15818, SSR06003, SSR00116, SSR05321, SSR0O0004, SSR02309) can
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