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The genetic diversity of oriental melon resources was analyzed with RAPD. 11 RAPD random primers S o
. . . R e
produced 78 polymorphic bands, averaged 5.3 bands each primer pair. The average percentage of s
polymorphic bands was 74.4%. Genetic distance was calculated by the NTSYS-pc software. A il
dendrogram was constructed by using UPGMA based on genetic distance matrix. 41 accessions were BE

clustered into three groups and eight subgroups based on the RAPD data by the method of clustering PubMed

analysis, and four groups and twelve subgroups by the method of principal coordinates analysis. The ] ]
results from these two methods were similar, but the result from the principal coordinate analysis was Rz By ZiE L
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Keywords: RAPD Article by Yue,j
s H B 2011-01-26 #&[F1 H # 2011-03-08 M 4% kit & #ii H ] 2011-08-01

DOI:

HEWH:

WWRAESE: Sl
1E & A -
YEZ& Email: mahl76@163.com

2% k-

[1] AREER. b E R FH TR S 5 7328 At Ab [9]. + I IGE,2010,23(4) : 34-36.

[21 " E & 25 2 PEH R Lk 23 51 2, v [ il & 2% 2 TR B2, H AR M AR 2% B 6 P SR A 5 B . o [ e T IR
[M]. 3B 5T R M HH B A, 2000.

[31 X7 %, R, E 55 RAPD AT SSRERC X FH IRl S igi 4% 22 BEPE I 77 [3]. R Mk 2E M4 R 2431, 2002, 10
(3):231-236.

[4] %7, F, X AERE, S5 0 RBEHLS [P 18 2 S HARL /BT [9]. R B #0FT,2006,27(1) 1 1-5.

[5] sk, A, 2R Th 20, 5 B TR B 8 Y555 2% 56 R IRAPDFRC 44T [9]. P Jb AR MBI K 242430 (18 ARl 2
Ji),2005,33(12):115-120.

[6] FKIEH, B A, PR PR R TR R 8 YR 21 20 R 1 SR 2R HT [9]. H E #5852, 2006 (B F1)) : 6 7-69.

[71 R4 AR B, XU BE, S5 PR I PR AL 22 FEE o 40k RIFIT[I]. W 2441, 2008,25 (4) : 552-358.
[81 &:& A i Bz iR A= BLAh i e it £4 2 FEMEIGATT 7T [D]. W6 /R - A bRl K 2%,2001.

[91 ARt 2 I LU, 25 4 ICRI 4 TIOR3 % 500 1% 22 BRI IR APD 23 M7 [9]. i 28,2010(22) : 47-53.

[10] Eijiro Nakata, Jack E. Staub, Ana I. Lopez-Sese and Nurit Katzir. Genetic diversity of Japanese



melon cultivars (Cucumis melo L.) as assessed by random amplified polymorphic DNA and simple
sequence retreat markers[J]. Genetic Resources and Crop Evolution, 2005 (52): 405-419.

[11] Baudracco-Arnas S. and Pitrat M.,. A genetic map of melon (Cucumis melo L.) with RFLP, RAPD,
isozyme, disease resistance and morphological markers[J]. Theor. Appl. Genet,1996,93: 57-64.

[22] &l VPt pREE e, 25 ST I IR ist 4% 2 FE M IMRAPD T [3]. 70 T4 B F1,2007,5(4) :502-506.

[13] At 5L, Vi 55, 0 7, 55 e JTUR =M IR SR ZOC R 5 A (1731 52 e B [9]. AR ML ZE DR 2741, 2000,8(2) :
161-164.

[14] Clark M ST, BZUHE, BEALSE T80 M50 7B P02 - 9200 TN MY AL s A5 0 ik, 1998:6-9.

AT i RA S

1. TR BE B @RE T 4 OKDNAS A KIER =5 RIHFIT[I]. T EAR 2=, 2011,27CE7HA
45): 63-68

2. GREBOE, BKARRS , SREER , BERRHE. A SE AL AR GR AR T EIRRAPD R IC B A ST [I]. Hh A
W, 2004,20(4): 1-1

3. FEHRT, XIEAE, XIMRTE  dIRAE R R AR ROV FEI]. P EA AR, 2003,19(6): 16-16
4. skt SONIG, TR, ke, FEE, R .RAPDFISRAPIMCHEIARTE & YR & % RS I L
BT[], T ERAAE ), 2010,26(2 H1303): 32-36

5. MlEET UM Tk A REM. R IVM TR SRS O RRAPD AT I]. FIER 241, 2010,26(22): 264-
270

6. LWedE, BEIRE, MLk, (s, JEEFILIE T DNASD FHRCHAM I L0 (A A6 5 Fh st 4% 22 5 o bt
[J1. " ER R, 2009,25(19): 182-185

7. BRSO, xR, BRHIZ, RtE, #O6E L ITIERAPD I N AA R I V[I]. P EARFIE R, 2010,26(3 4
06): 22-25

8. Eft RAvI KeE FHULE AL TRAPD HIEASHI KRR MMSR G R R T[], T ER A, 2009,25(24):
322-325

9. PNER SN B SR SIRM BT R RN, T EA AR, 2009,25(03): 283-287

10. AR, R, ®UR, WHK, JEEK, HRAPDRISSR FHric 4 58 /N EifE P LA Ml S 24 1 T 5%
[3]1. "HEA B, 2006,22(2): 36-36

11. FNENE  Bidwis  EONEE BRAEN RS R LN DNATREL X RAPD X MAKR R IMARAL[I]. Hh A2
W, 2008,24(1): 68-73

12, BRRAR, WEARW,, FRAEME, Ak OBk, AT RIRM RS EFIRAPD 2T [I]. H E A AE IR, 2007,23(7):
558-558

13. PR, Tk, X F5 i I > 6 0Coy S & 4R B AR IRAPD 3 T ARG 9T [9]. HP [ A 243l i)k, 2009,25(01):
156-159

14, BAFE, B, S0, SR, AT ECH RN PURAE B RN AR e 2 5 BT Mg AL 2 AT (3], T AR
W, 2005,21(11): 123-123

15. X%, WERE, AR MHRRAPD R NAARMME SILLLI]. F EAR 2R, 2006,22(6): 35-35

Copyright by " [E /R 2%E i



