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Abstract: At present, 10 complete genome sequences are available for fruit trees such as grape,
papaya, apple, banana, pear and sweet orange. In this review, we first surveyed the historical development F RSS
of genomic sequence of fruit trees. Then we investigated the evolution history of fruit trees, and

summarized the progress of fruit trees post-genomic research. Challenges in genomics for fruit trees are
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raised and the future of post-genomics research interests in fruit trees was discussed in the end. [
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