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Abstract: The APX homolog sequence, PhAPX (GenBank accession No. FJ161977) was cloned from Phalaenopsis plant. The

TN
full length cDNA of PhAPX was 1 320 bp, has an open read frame of 747 bp, encoding a protein of 249 amino acids. R
Bioinformatic analysis showed that PhAPX protein shared the characters of Class | of peroxidase family. Amino acids (VIS
sequence analysis suggested that PhAPX protein might locate in cytoplast and PhAPX was highly similar to other APX b A
proteins. Real-time PCR analysis showed that PhAPX mRNA, a broad-spectrum expression gene, was expressed in the
organs in Phalaenopsis including root, stem, leaf and flower. PhAPX was also found to be up-regulated by wound and NacCl, b i ff
which suggested that it might play a role on stress. p oI
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