G | WITOIE | SRS | BER | BAREAD | English

‘l%‘

i ik
o | ﬂL@e

[l 224k = 2012, Vol. 39 = Issue (5) :869-878 DOI:

i 9728 EATHZ | FHIHZ | ERWE | AR << Previous Articles | Next Articles >>

H KRubisco 7% 14 fili 3 [X CSRCA 3 ik 2 1A iy £ 15 388 4 5 11

MFEE, ZTE, TR, RS, UAB
U RN e ERP 5 TR R, AFE R RS s, AR %2 271018; 2 i ARGIERAESTRR AR A A, (hAIYT 276700)

Expression Vector Construction of Rubisco Activase Gene CsRCA and Genetic Transformation to Cucumber

LIU Pei-Pei, JIANG Zhen—-Sheng, WANG Mei-Ling, BI Huan-Gai, AI Xi-Zhen

(1College of Horticulture Science and Engineering, State Key Laboratory of Crop Biology, Shandong Agricultural University, Tai’ an, Shandong 271018, China; 2Shandong
Kingenta Ecological Engineering Incorporated Company, Linyi, Shandong 276700, China)

o dguE
)
e

Download: PDF (493KB) HTML (1KB) Export: BibTeX or EndNote (RIS) Supporting Info

T R - 1,5 - GRS (Rubisco) oot ABRIRER SRR, b TR IC/ERM M i ST AL BL
H, AR E AN S Rubiscoliffbi (RCA) JEFICSRCAT AR, 2 5lIPCR. real-time PCRFIWestern e
RATEMAT S TR, SRSB4 . W) %52 45 LUK, CSRCAIE [l AR #5 A 8tk BRI K
PCAMBIA1301[{ICaMV 35S/33) FHINOSZ L T2 i, RIHIECSRCAINIE X &ik ik, #pCAMBIAL301- LISl EE S
CSRCAS AN IR ‘08-1" , JFITHAELILINRIEE, % 0500 02 CIERILIRRRR P DL | SR b R
H3.5%. RIENMAEREYW, TRRTOIHLIERIFRN H ICSRCA mRNAZRIA & A BHER! (WT) 1 ~ 1.98 } Email Alert
G IR A G BT WT. TUREIE BRI AR b £ o JeAE (P &
VPR R 4R R W ORI, RUFVRKE M A SR T Rt 50 5T CSRCARIE A  RSS
Bk, CSRCAIL IR FRIARE EH T m SN A [P, W TR R Ve AR 5

%

S WK HEiFi&ndash 1 5&ndash TR RL/MANE (Rubisco) Rubisco i fLifi (RCA) Wi
pry

b XI5

Abstract: Ribulose-1,5-bisphosphate carboxylase/xygenase (Rubisco) is a key enzyme in the photosynthetic carbon cycle. =
In order to elucidate the activating mechanism of Rubisco in plants, the Rubisco activase gene CsRCA was introduced into [JE S 2
inbred line of cucumber with the Agrobacterium-mediated method. The transgenic plants were screened by PCR, and their b M
expression in mRNA and protein level were analysed by real-time PCR and western blot respectively. The restriction enzyme

result showed that the CsRCA was inserted into the binary vector pCAMBIA1301, a sense expression vector b AR

containing CsRCA gene was constructed. The resulting plasmid was introduced into cucumber inbred lines ‘08-1’" , and
seven transgenic plants which contain two CsRCA copies were obtained (The wild type plants contain one CsRCA copy) . The
transformation rate was about 3.5%. The seven TO transgenic cucumber plants showed 1 - 1.98 folds in CSRCA mRNA
abundance and a significant increase in expression of protein level compared with the wild type (WT) plants. CsRCA over
expression led to significant increase in the pigment content: photosynthetic rate (Pn> » soluble sugar and starch contents

in T1 transgenic plant leaves. These data indicated that stable genetic CsRCA transgenic cucumber plants were obtained with
Agrobacterium-mediated method. CsRCA over expression increased the P and carbohydrate significantly in cucumber leaves.
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