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Abstract: Nat/Htantiporter is responsible for the regulation of cytoplasmic pH, sodium concentration and cell volume for

plants to cope with salt stress.To enhance the salt tolerance of soybean, the GmNHX1 cDNA that encodes a
soybean Na+/H+ antiporter protein was driven by the Cauliflower Mosaic Virus 35S promoter and overexpressed in
soybean roots via Agrobacterium rhizogenes mediated transformation.Hpt screening, GUS and RT-PCR analysis all
confirmed that GmNHX1 was successfully integrated into the genome of soybean hairy roots.Salt tolerance
analysis showed that the growth in length and weight of the transgenic hairy roots on MS agar medium were
significantly better than the non—transgenic control, when supplemented with 100, 150 and 200 mmol * L™' NaCl.Both
the cotyledons and composite plants with transgenic hairy roots survived better than the non-transgenic
control when subjected to salinity stress. These results support the possibility of using GmNHXI to improve

salt tolerance in soybean.
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