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Analysisof QTL for Fusarium Head Blight Resistance in Wheat

ZHOU Miao-Ping, REN Li-Juan, ZHANG Xu, Olga-E Scholten2, HUANG Yi-Hongl, MA Hong-Xiangl,
LU Wei-Zhong

Ingtitute of Agrobiological Genetics and Physiology, Jiangsu Academy of Agricultural Sciences, Nanjing
210014, Jiangsu

Abstract With the population of 104 F7-derived recombinant inbred (RI) lines from Wangshuibai (resistance to Fusarium h
ead blight) and Alondra (Susceptible) as mapping population, the wheat genetic map consisting of 2 RAPDs, 109 SSRs and
105 AFL Ps markers was constructed by JoinMap® 3.0 software. Up to 24 of the 25 identified linkage groups were identifi
ed to the chromosome. The FHB resistance of RI lines was evaluated by natural infection and soil surfaceinoculation in Jia
nyang and Suzhou for two years. The results showed that resistance to FHB was inherited in a quantitative manner and con
trolled by few genes with major effects, but the expression of these resistance genes were strongly affected by environment.
10 QTLs, 8 derived from Wangshuibai and 2 from Alondra, associated with FHB resistance were detected using MapQTL
® 4.0 software. They were located on the chromosomes 2A, 3B, 4A, 4D, 5A, 5B, 6A, 6B, 7A and explained 8.3%—23.6%
of the phenotypic variance for FHB resistance respectively. It is suggested that the flanking markers of QTL may be used i
n the breeding for resistance to FHB by marker-assisted selection.
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