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I nfluence of Some Factors on Transgenic Cotton by Agrobacterium-mediate
d Gene Transfer

Li Baoping,Zhao Junxia,Shi Y uejin,Guo Sandui,Sang Y u,Qi Hongli,Jiao Gaili,Chen Zhixian

Abstract Hypocotyl segments from 5~ 6 day old seedlings of Grossypium hirsutum were cocultured with Agrobacterium
tumefaciens in order to introduce Bt and tfdA genes into cotton crop. GUS gene is as marker gene and NPT [ geneisas sel
ecting gene. The cultures were cocultured in MS medium contained 0.1 mg/L 2,4-D and 0.1 mg/L KT for 48h, then transfere
d into the medium supplemented with 500 mg/L Cefotaxime and 50 mg/L Kanamycin to induce and select resistant calli. Aft
er 70~80 days, GUS gene was inspected and the positive calli were selected and cultured on embryogenesis medium until g
lobular embryos developing and germinated plantlets forming.
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