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Expressions of Three Wheat S-like RNase Genes Were Differentially Regulat
ed by Phosphate Starvation

CHANG Sheng-He, SHU Hai-Yan, TONG Yi-Ping, LI Bin, LI Zhen-Sheng

1The Ingtitute of Genetics and Developmental Biology, Chinese Academy of Sciences, Beijing 100101

Abstract In plants, RNase can degrade RNA to release Pi in senescent organs, which can be reused by young organs. The e
xpression of many S-like RNase genes were up-regulated by phosphate starvation. Using the ESTSs, three S-like RNase gene
cDNAswereisolated from common wheat by RT-PCR. The predicated amino acid sequences of the three sequences were f
ound to have high similarities with those S-RNases and S-like RNases in other plant species. The expression of WRN1 was
down-regulated by phosphate starvation and leaf senescence; while WRN2 and WRN3 were up-regulated by phosphate stal
rvation.
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