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The Gene Expression Pattern of NAD-IDH Subunit 1 during the Developme |, 2 1 4
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Abstract NAD+-dependent isocitrate dehydrogenase is a nuclear-encoding enzyme residing in mitochondria. The enzymei P AR /ﬁﬂﬁ =5

n Brassica napus is composed of three subunits encoded by three genes designated as BnidhO, Bnidhl and Bnidh2. In the *H 9% 1 =] ,._,\

arlier work we have found that the sequence of Bnidh1 cloned from Shaan 2A and Shaan 2B is not completely homology. T |, KTt (14 “NAD+ i Sy
here was a deletion existing in 14%—33% of Bnidhl clone. In order to further understand its function and its relation with t e TR e

he agronomical characters, RNAs at different developmental stages of pollens and seeds in Brassica napus were used to stu WA SN B ES BE

dy the gene expression of NAD-IDH subunit 1. The results indicated that NAD-IDH specific activity both in pollensand s
eeds were higher than in leaves. The NAD-IDH specific activity showed a parabolic curve-like changing pattern duringthe | = BR 3
process of pollen or seed development (Fig.1, Fig.2). That was completely coincident with the changing pattern of theexpr | = [fdi 5y
essed mRNA amount, which was detected by quantitative dot hybridization and quantitative RT-PCR (Fig.3, Fig.4). It sug | - I‘E@

gested that the gene expression of NAD-IDH both in pollens and seeds was regulated by the level of mMRNA. The significan
t difference of leaf NAD-IDH specific activities was occurred in different cultivars or lines. Topas had the highest specific a
ctivity with 1.22 U/mg protein, while Ken C1 had relatively lower specific activity with 0.96 U/mg protein and Shaan 2B h
ad the lower specific activity with 0.57 U/mg protein and Shaan 2A had the lowest specific activity with 0.38 U/mg protein
(Table 1). But the difference was not caused by the expressed mRNA amount (Fig.5). Thus the expression of NAD-IDH in
leaf was regulated by posttranscriptional mechanism. The agronomical characters affected by NAD-IDH were also discusse
din this paper.
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