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Abstract:

To investigate changes of proteins during rice tiller development, a comparative proteomic analysis
between a high-tillering dwarf mutant R955 induced by spaceflight and its ground control was
performed at three developmental stages during the vegetative growth, i. e. at days 14 (no tiller
appearance), 21(initial tillering) and 55 (maximum tillering) after sowing. Analysis of the protein spots
on two-dimensional fluorescence difference gel electrophoresis 2-D DIGE images revealed 97 proteins
that were differentially expressed at the three stages. Among them, 59 unique proteins were

b 5IHASC
F Email Alert
b0 RS
bW A
ARSI AR OGS

=
ol

kKA
b ZEERE
b2 )i A
b E R
b S-RALHERL IR
ESE =y e

P EE
I/ PIE
b ERE
FiRE
b PNET R
PubMed
F Article by Wang, W.
F Article by Wei, L. J.
F Article by Wang, J. M.

successfully identified by mass spectrometry. Through functional and quantitative analysis of proteomic b Article by Xu, J. L

data, it was found that biological processes including energy pathway, photosynthesis, protein
metabolism, nitrogen assimilation, amino acid metabolism and stimulus response were mainly involved
in tiller development in mutant plant. K-means clustering revealed that proteins regulated at different
stages tended to be involved in different biological processes. Two-way analysis of variance (Two-way
ANOVA) showed that S-like was diratly correlated RNase with the high-tillering ability.
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