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Abstract In this research, we used arecombinant inbred line (RIL) population of| ol
111 lines derived from a cross of Reyan2 (Oryza sativa subsp. japonica . m

‘Reyan2’ )/ Milyang23 (Oryza sativa subsp. indica ‘Milyang23’ ) by the . J%*T/
single-seed descent method to detect quantitative trait loci (QTL) conferring ] %:f;t‘
resistance to rice stripe virus (RSV). Reactions of the two parents and the 111 . ﬁ/ﬁ{;
RILsto RSV wereinvestigated by natural methods of viral infectioninthefield | et
and scored by disease index . QTL for resistance to RSV was analyzed by QTL EAH
Cartographer software. Chromosomes 2 and 11 each revealed one QTL
controlling RSV resistance. The phenotypic variance explained by the QTL on
chromosome 11 was 19.58%, so the locus is amajor effective one controlling
resistance to RSV and should be useful in breeding rice for resistance to RSV in
amarker-assisted selection program.
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