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Abstract:

The sequence polymorphism of Adh2 in six populations of Oryza rufipogon (WN, WA, WC, DZ,
QH, and LD) from Hainan and two Oryza sativa (Nipponbare, 9311) was analyzed. The result
showed that there were nine singleton variable sites, four parsimony informative sites, eight
synonymous sites and five replacement sites at coding region. There were 21 singleton
variable sites, 29 parsimony informative sites and 161 indels sites at intron region. Adh2
polymorphism (pg, qg) at entire region was 0.011. The polymorphism at intron was higher than
that at coding region. At coding region, the polymorphism of synonymous sites was higher than
that at replacement sites. Neutrality tests showed that there was more purified selection at
coding region than at intron region, although no significant difference was found. Cluster
analysis showed O. rufipogon from Hainan could be divided into two groups. One group (QH,
LD) was clustered with O. rufipogon from China mainland and O. sativa. The other group was
clustered with some O. rufipogon from southeast Asia.
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