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Abstract:

A full-length QM-like cDNA (designated ZmQM) was cloned from maize (Zea mays L.) leaf tissues

using cDNA amplified fragment length polymorphism (cDNA-AFLP) and rapid amplification of
cDNA ends (RACE) techniques. The expression of ZmQM was examined in leaves of the Ht2
isogenic lines Huangzaosi and HuangzaosiHt2 carrying gene Ht2 for resistance to northern
corn leaf blight after inoculation with race 1 of Exserohilum turcicum (Pass.) Leonard et Suggs.
Gene ZmQM contains an open reading frame 738 bp in length, which encodes 245 amino acids
with a predicted molecular weight of 27.78 kD and an isoelectric point of 10.69. Scanning
PROSITE motifs indicated that the amino acid sequence of ZmQM protein includes a Ribosomal
protein LIOe signature, an N-glycosylation site, four Protein kinase C phosphorylation site, a
Casein kinase Il phosphorylation site, a Tyrosine kinase phosphorylation site, an N-
myristoylation site, and an Amidation site. The nucleotide sequence of ZmQM shared 66—92%
identity to QM genes isolated from other species. RT-PCR analysis showed that the expression
of gene ZmQM was up-regulated in Huangzaosi Ht2 at 12 h after inoculation with race 1 of E.
turcicum compared with that in Huangzaosi. By inference, ZmQM protein may be involved in
response of HuangzaosiHt2 to inoculation by E. turcicum race 1.
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