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DWARF 53 acts as a repressor of
strigolactone 

signalling in rice (Nature 504: 401-405,
2013)

首 页 实验室简介 学术委员会 运行与管理 研究队伍 平台建设 科研工作 开放交流 规章制度 发表论文

　您现在的位置：首页>科研工作>发表论文

 科研工作

在研课题

专利

出版物

发表论文

2018年

序
号 作者 文章题目 杂志 年卷页 

影响 

因子 

类
型 

1 Wang, B., Smith, S.*, and Li, J.* Genetic regulation of shoot
architecture 

Annul Rev
Plant Biol 

2018, 69: 437-
468 24.679 A 

2 Liang, X., and Zhou, J.M.* 

Receptor-like cytoplasmic
kinases: central players in plant
receptor kinas-mediated
signaling 

Annul Rev
Plant Biol 

2018, 69: 267-
299 24.679 A 

3 Duan, C.#, Huan, Q.#, Chen, X.#, Wu, S.,
Carey, L.B., He, X., and Qian, W.*  

Reduced intrinsic DNA curvature
leads to increased mutation rate Genome Biol 2018, 19: 132 16.497 A 

4 
Zhao, Y.#, Luo, L.#, Xu, J.#, Xin, P., Guo, H.,
Wu, J., Bai, L., Wang, G., Chu, J., Zuo, J., Yu,
H.*, Huang, X.*, and Li, J.* 

Malate transported from
chloroplast to mitochondrion
triggers production of ROS and
PCD in Arabidopsis thaliana 

Cell Res 2018, 28: 448-
461 15.973 A 

5 
Liang, X.#, Ma, M.#, Zhou, Z., Wang, J., Yang,
X., Rao, S., Bi, G., Li, L., Zhang, X., Chai, J.,
Chen, S., and Zhou, J.M.* 

Ligand-triggered de-repression of
Arabidopsis heterotrimeric G
proteins coupled to immune
receptor kinases 

Cell Res 2018, 28: 529-
543 15.973 A 

6 

Wang, J., Grubb, L., Wang, J., Liang, X., Li, L.,
Gao, C., Ma, M., Feng, F., Li, M., Li, L., Zhang,
X., Yu, Y., Xie, Q., Chen, S., Zipfel, C.,
Monaghan, J., and Zhou, J.M.* 

A regulatory module controlling
homeostasis of a plant immune
kinase 

Mol Cell 2018, 69: 493-
504 14.703 A 

7 Zhan, N., Wang, C., Chen, L., Yang, H., Feng, S-Nitrosylation targets GSNO Mol Cell 2018, 71: 142- 14.703 A 

http://www.plantgenomics.genetics.cas.cn/wzdt/
http://www.cas.cn/
http://www.nature.com/nature/journal/v504/n7480/full/nature12870.html
http://www.nature.com/nature/journal/v504/n7480/full/nature12870.html
http://www.plantgenomics.genetics.cas.cn/
http://www.plantgenomics.genetics.cas.cn/sysjj/
http://www.plantgenomics.genetics.cas.cn/xswyh/
http://www.plantgenomics.genetics.cas.cn/yxygl/
http://www.plantgenomics.genetics.cas.cn/yjdw/
http://www.plantgenomics.genetics.cas.cn/ptjs/
http://www.plantgenomics.genetics.cas.cn/kygz/
http://www.plantgenomics.genetics.cas.cn/kfjl/
http://www.plantgenomics.genetics.cas.cn/gzzd/
http://www.plantgenomics.genetics.cas.cn/kygz/fblw/
http://www.plantgenomics.genetics.cas.cn/
http://www.plantgenomics.genetics.cas.cn/kygz/
http://www.plantgenomics.genetics.cas.cn/kygz/fblw/
http://www.plantgenomics.genetics.cas.cn/kygz/zykt/
http://www.plantgenomics.genetics.cas.cn/kygz/zl/
http://www.plantgenomics.genetics.cas.cn/kygz/cbw/
http://www.plantgenomics.genetics.cas.cn/kygz/fblw/


J., Gong, X., Ren, B., Wu, R., Mu, J., Li, Y., Liu,
Z., Zhou, Y., Peng, J., Wang, K., Huang, X.,
Xiao, S., and Zuo, J. * 

reductase for selective
autophagy during hypoxia
responses in plants 

154 

8 Li, B.*, Kremling, K., Wu, P., Bukowski, R.,
Romay, M., Xie, E., Buckler, E., and Chen, M.* 

Coregulation of ribosomal RNA
with hundreds of genes
contributes to phenotypic
variation 

Genome Res 2018, 28:
1555-1565 13.796 A 

9 

Wang, Q.#, Nian, J.#, Xie, X.#, Yu, H., Zhang,
J., Bai, J., Dong, G., Hu, J., Bai, B., Chen, L.,
Xie, Q., Feng, J., Yang, X., Peng, J., Chen, F.,
Qian, Q.*, Li, J.*, Zuo, J.*  

Genetic variations in ARE1
mediate grain yield by
modulating nitrogen utilization in
rice 

Nat Commun 2018, 9: 735 13.691 A 

10 
Liu, C.#, Ou, S.#, Mao, B., Tang, J., Wang, W.,
Wang, H., Cao, S., Schl？ppi, M.R., Zhao, B.,
Xiao, G., Wang, X.* and Chu, C.*  

Early selection of bZIP73
facilitated adaptation of japonica
rice to cold climates 

Nat Commun 2018, 9: 3302 13.691 A 

11 Deng, C.#, Zhang, H.#, Wu, Y., Ding, L., Pan,
Y., Sun, S., Li, Y., Wang, L., and Qian, W.* 

Proteolysis of histidine kinase
VgrS inhibits its
autophosphorylation and
promotes osmostress resistance
in Xanthomonas campestris 

Nat Commun 2018, 9: 4791 13.691 A 

12 
Wang, F.*, Luo, Y., Ye, Z., Cao, X., Liang, J.,
Wang, Q., Wu, Y., Wu, J., Wang, H., Zhang, M.,
Cheng, H., and Xia, G.*  

iTRAQ-based proteomics
analysis of autophagy-mediated
immune responses against the
vascular fungal pathogen
Verticillium dahliae in
Arabidopsis 

Autophagy  2018, 14: 598-
618 11.815 A 

13 

Lin, T.#, Xu, X.#, Ruan, J.#, Liu, S., Wu, S.,
Shao, X., Wang, X., Gan, L., Qin, B., Yang, Y.,
Cheng, Z., Yang, S., Zhang, Z., Xiong, G.,
Huang, S., Yu, H.*, and Li, J.* 

Genome analysis of Taraxacum
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