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Abstract: In the present study, cotyledon nodes obtained from 17 soybean cultivars were infected with Agrobacterium
tumefacines EHA105. Subsequently, we optimized the soybean genotype, chlorine sterilization time, explant
state, vitality of bacterial strain, concentration of infection liquid, infection time and co—cultivation
time. As a result, when the chlorine sterilization time was 14-18 h, the minimal pollution and the highest
seed vigor was observed. The vitality of overnight—treated explants in the dark were better than those
germinated in the light for 5-7 d. The highest GUS transient rate was achieved when the bacterial
concentration at ODgogy, was 0.8-1.0 and the infection liquid at ODggopowas 0.6-0 .8.We also found that the best
infection and co—cultivation time were 30 min and 4 d, respectively. Based on the above optimized research, we
established a comprehensive transgenic system which resulted in the maximum transformation efficiency of
3.33% For the comprehensive evaluation about the transient GUS expression under different treatments and the
shoot induction rate of 17 soybean varieties, TL-1, HC-3, HC-6 and Williams 82 were the ideal genotypes for

transformation
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