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HE: LA M S E (ELISA) BIAN KT AEH i EE (SW) 73 B4, FIFIRT-PCRIE HILCP, HC-Pro, PLAIP3AER
BOFHATIR . 850K 5D WP LA & KEPR2T LT IR, g/ A:309 MR FUEES TR, 547 St
TR 7B IIRE /988, 0%99. 9%,  HitifE Sy AL RR ST 51 VR TE #4986, 1%7100. 0% BEAL, 544 BS#4SMVEEEICP, HC-Pro. P1FI
P3KEES A4 IBTAMZIFIR, STl 3T8ANEIERR. WA R, 54 B AR R M R RR I IRIVR ME 43 5l 92. 6%
"99. 3%HI95. 1%799. 2% ARYERGHLM B ST, 45 & 5402 AL 10/ KA 75 B BORIERSE, RIISWVIR4EH CP.
HC-Pro PLRIP3-5SMVE S0 /1 B R IFHL 2 LB — BRI R . RN, 1K 4N SMVEE (R BER5 1 1% SERISMVER 2 20 B4 5 L4
T ESYIEAT X O)
Abstract: Five SMV isolates were obtained by using biological purification and serology (DAS-ELISA).The CP,HC-Pro,P1 and
P3 gene regions were amplified by reverse transcription polymerase chain reaction (RT-PCR)Sequences analysis
showed that Pl  gene of the each SMV isolates had 927 nucleotides in length, encoding 309 amino
acids. Comparison of the sequences of Pl genes between different isolates showed they shared 88.0%-99.9%
nucleotide acids identities and 86.1%-100. 0% amino acids identities with each other. The four genes from the 5
SMV isolates were composed of 4 137 nucleotides, encoding 1 378amino acids, and shared 92.6%-99. 3% nucleotide
sequence identities and 95.1%-99. 2% amino acid sequence identities. The results also revealed that the
sequences variation in the CP,HC-Pro,Pl and P3 genes of virus were correlated with the level of virulence and
the source of the virus isolates based on the symptom reaction of SMV on differential hosts and the
phylogenetic analyses .Meanwhile, the normal soybean mosaic virus isolates and recombinant isolates could be

differentiated through the sequences variation of CP,HC-Pro,P1 and P3genes.
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