RESF 1R

Cotton Science

|

M{E24 » 2013, Vol. 25 = Issue (5) :453-458 DOI: 1002-7807 (2013) 05-0453-06
W55 0k BB H S | FIHS | T | g R << Pre’

Ao B D3 Cry TACHE DA A 16 166 A 9 10 3 DR VLS 1 3
WO, REE. REMK, AR, KT, XM
s ROk R, 1100193

The Influences of Wind and Bee on Pollen-mediated Gene Flow from Transgenic CrylAc Cotton

HE Juan, ZHU Wei-long, ZHU Jia-lin, PAN Li-long, ZHANG Qing-wen, LIU Xiao-xia ™
College of Agriculture and Biotechnology, China Agricultural University, Beijing 100193, China

Download: PDF (521KB) HTML 1KB Export: BibTeX or EndNote (RIS) Supporting Info

T2 AR E A C O )RR TS b B U e ) 461 R, Y I PCRFIER PR ARSR 45 45 (M VAR S MR Cry LACHE RUE I AR A B R4 2
PR ANEE S . 25 AW XU b B R e A B 1) R DR AS A 1 35 5 T O T 5SRO AR A 32 LI B35 v T Bl
HRIT3S AN IR L5 . EBE A2 LA B in 2 7 B3, MEBE PSS ME LIS RN FEE 2R ARE. K
PIILRGI B BH HERE AT 24, ZERINE A, 5 A 321 (MRt i 2 0 25.6 m, SBT3 A1 5 MiRIEH A H19.2 m. #
AE R SR BIBAVEREA 7 BAS, AR IUE Py, TR SRR 10 Sl VR B3 B W B R A 36 M, JEEICALTA BIAE . AR A
R e PR RS KU PRV B 2%

K. EBUERME HEER ERNT 2t

Abstract: The frequency and distance of pollen-mediated gene flow from transgenic cotton to non-transgenic cottol
were investigated in greenhouses using artificial wind, or bee pollinators, separately. The seedlings of F; generation
were screened using PCR assays, then the positive samples were identified for Bt insecticidal protein by dipstick ass:
The results showed that the frequency of gene flow in the greenhouse with wind or bee pollinators was higher than
that of the control (without wind or bee pollinators). The pollen-mediated gene flow (PGF) to the non-transgenic
counterpart (Shiyuan 321) was obviously higher than those to the island cotton (GIZA 1) and another upland cotton
(CCRI 35) in both wind and bee pollination treatments. Furthermore, in both treatments, there was a remarkable
difference in the PGF to Shiyuan 321 related to distances from the donor plots; whereas this trend was not obvious -
the other two conventional cultivars. There were a total of 72 positive samples in the wind treatment. The maximal
distance of gene flow to Shiyuan 321 was 25.6 m, while the maximal distance to both CCRI 35 and GIZA 1 was 19.2 |
In the bee treatments, there were a total of 75 positive samples. The maximal distances of gene flow to all three
conventional cultivars was 36 m, and gene flow peaked at this distance. Our research builds a foundation for the mo
of gene flow, and provides value reference for the ecological risk assessment of transgenic cotton.
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