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Abstract: To establish a method for genetic purity identification of cotton (Gossypium hirsutum L.) varieties by SSR

TR Ty
markers, marker genotypes of 12 conventional cotton genotype varieties were surveyed using 78 pairs of core SSR {1 # A1 5K 3

primers. By comparing SSR loci from different individuals of all tested cotton varieties, the non-homozygous SSR alleles (PR3

of cotton variety were divided into three typical scenarios at the molecular level. Consequently, a method for the b2

genetic purity identification of cotton varieties using SSR markers was proposed based upon analysis of the b Rk
=Y
comprehensive influences of both non-homozygous SSR loci and the rate of heterotype individuals in the cotton

varieties. For the genetic purity of 12 cotton varieties tested by this method, three varieties (C5, C9 and C11) were b SRR
above 98%, while two varieties (C3 and C6) were 67.31% and 31.79%, respectively. The method proposed takes into bk E
account both the influences of farraginous individuals detected by SSR markers and the inherited non-homozygous SSR

loci on the purity of a cotton varieties, and therefore, provides an effective and reliable way to identify the uniformity

and stability of cotton varieties.
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