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Analysis of Transgenic Arabidopsis thaliana with the Gossypium hirsutum L. MADS- box Gene GhMADS13
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Abstract: GhMADS13, whose primer designed according to submitted sequence, was obtained by PCR with the 100% % AR 3
identity to explore its function. qRT-PCR in different tissues revealed that GhMADS13 had the highest expression level in (ANt

the flower, and this was hundreds of times greater than root with the lowest expression level. GhMADS13 was b OREDR

expressed in all floral organs, and expression levels in the sepal, petal, stamen, carpel, ovule were little different, and
ovule had the highest expression level. GhMADS13 was inserted into a pBI1121 vector, and a plant over-expression
vector was constructed successfully. Two lines of transgenic Arabidopsis were obtained by floral-dipping. The results of b BRIEEY
the molecular detection and phenotypic data showed that the Arabidopsis plants with high expression levels of b AT
GhMADS13 were shorter, and produced less seeds and siligues. Based on the qRT-PCR results and the analysis of b R
ectopic expression, we deduce GhMADS13 mainly negatively regulates ovule development.
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