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Abstract; A rice mutant designated as dfll bearing pseudo-two-flag-leaves on the uppermost internode was found from

the irradiation mutant library of var. Zhejing 22 mainly cultivated in the Zhejiang Province. The traits of dfl1 were stable

after multiple generation of selfcrossing. Our results showed that its second internode from top and seed length were

shortened. Net photosynthetic rate, stomata conductance and intercellular CO, concentrations were all reduced compared

with the wild type ZJ22. The characteristics of dfl1 were decided by a pair of recessive gene. DfI1 was sensitive to

exogenous brassinosteroid ( BR), and the expression of several BR genes related to synthesis and metabolism was

different from wild type. Together, we speculated that dfI1 mutant was related to synthesis and metabolism of endogenous

BR.
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Phenotypic comparison of mutant and wild type
TEdfil 578K, 2022 MFAE TS A BREL; B SR C 8 — A ISR AL,
Note:dfll : mutant, ZJ22; wild type. A: plant; B: flag leaf; C: second internodes from top.
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Table 1  Primer sequences for RT-PCR

28 Em51#) LR

gene fOr\Vard primer reverse primer
UBI 5"-GACGGACGCACCCTGGCTGACTAC-3' 5'-TGCTGCCAATTACCATATACCACGAC-3

BRD1 5"-GGAGAAGAACATGGAATCAC-3’ 5'-GTAATCTTGAACGCGGATATG-3’

D11 5'-TCACTGCCATGATACTTGAAGA-3’ 5'-TTCACTGACTAATCCTCTCAGT-3’

DWARF4 5'-AGTCGCGTGCTGCCATTCTCGGAGTAATAG-3 5'-AGCAAGCTCAGCAAGAGGTCCAGGATTTGC-3’

D61 5'-CTCGGCAGCGTCGAGGTGC-3" 5"-AGGAATTGTTGCTGAGCTTC-3’

XTR1 5"-CAACATGGCGACGACGACGG-3’ 5'-TCGATCTCGTCGTGCTCCGA-3’
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Table 2 Length of different internodes for the mutant and wide type (em)
P2 BER 1] 18] 2 5] 18] 3 9 [ {8 4 5 a]
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ZR AR
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wild type
2.1.2  REMRFERESN  FBRAR ST

RN B A R KPR BE SR 0. 804em £ 0. 054cem,
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Fig.2 Seed phenotype of mutant and wild type
dfil 57N 2122 - B A T
dfll ; mutant; 7J22; wild type
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Fig.3 Mutant and wide type plant
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Fig.4 RT - PCR of genes related to BR

synthesis and metabolism
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