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Abstract: In order to screen the sensitive wavelength which related to rice hull color index, we used r EEH
Unispec spectrometer to survey reflectance spectra of rice glume, then chose the optimal NDVI to bR
predict rice hull color expressed as hull color index. Rice hull color index from 106 rice families were b 25 A
determined for QTL analysis.We detected twelve QTLs for rice glume color. Among four QTLs with b Bk

positive allele came from cultivated rice Teqing, one was located nearby the markerRM243 on
chromosome 1, explained 5% of phenotypic variation; Others were located nearby RM295, RM481 and e

RM82 on chromosome 7, explaining 4%, 7% and 4% of variation, respectively. The other eight QTL, with PubMed

positive allele came from wild rice parents, were located nearby RM5 and RM212 on chromosome 1, .
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RM233A on chromosome 2, RM273 on chromosome 4, RM204 and RM3 on chromosome 6, RM38 b ] . ] ]
chromosome 8, and RM235 on chromosome 12, respectively. Two of them, RM273 and RM204, displayed @ Article by LU Zhi-wei
large, additive effect and explained large phenotypic variation, they might be major QTL. F Article by WANG Chun-ming
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