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Abstract: A primary soybean mutant library was constructed by treating the seeds of cultivar b b A

‘SuiNong 14’ with EMS. In Mygeneration, 120 mutants with phenotypes of stems, leaves, flowers, and

BRI L

seeds were obtained, including 38 plant height mutants. All mutants were identified by 100 SSR markers.
The results showed that among 120 mutants, there were 5 mutants with more than 9 polymorphic
markers and 10 mutants with less than 3 markers. In addition, for the 38 height mutants were identified } A tjcle by XIE Sheng-nan

by 46 SSR markers related to soybean plant height trait. Only mutant E790 showed difference from wild
type ‘SuiNongl4’ on Sat_168 marker. These mutants could be used as new breeding resource and
will be helpful for the further research on soybean functional genomics.
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