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Fig.1 Phylogenetic relationship of Csp homologs among E. coli ( CspA to Cspl), B. subtilis ( CspB to CspD) ,

2 cspl EEH PCR

Fig.2 Amplification of cspl by PCR and identification

of the recombinant expression vector by double digestion

D. radiodurans, D. geothermalis, D. gobiensis and T. thermophilus.
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Fig.3 Effects of different stress on growth of cspl-expressing strain and control strain
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Deinococcus gobiensis Cold Shock Protein Improves Salt Stress
Tolerance of Escherichia coli
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Abstract: The Deinococcus gobiensis 1 — 0, an extremely radiation-resistant bacterium, isolated from the Gobi, has
superior resistance to abiotic stress (e. g radiation, oxidation, dehydration and so on). The two cold-shock proteins
encoded by cspl (Dgo_CA1136) and csp2 (Dgo_ PAO041) were identified in the complete genome sequence of D.
gobiensis. In this study, we showed that D. gobiensis Cspl protected Escherichia coli cells against cold shock and other
abiotic stresses such as salt and osmotic shocks. The quantitative real-time PCR assay shows that the expression of
trehalose synthase (otsA, otsB) was up-regulated remarkably under salt stress in the cspl — expressing strain, while no
difference in the expression of the genes involved in trehalose degradation (ireB and treC). The results suggested that
Cspl caused the accumulation of the trehalose was a major feature for improving tolerance to salt stress in E. coli.
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