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Differential Gene Expression between Reciprocal Cross-fertilized Kernelsan
d Their Parents Seeds during the Early Stages of Seed Development in Whea
t

MENG Fan-Rong, NI Zhong-Fu, WU Li-Min, XIE Xiao-Dong, WANG Zhang-Kui, SUN Qi-Xin

China Agricultural University/ State Key Laboratory for Agro-biotechnology/ Key Laboratory of Crop Ge
nomics and Genetic Improvement, Ministry of Agriculture / Beijing Key Laboratory of Crop Genetic Imp
rovement, Beijing 100094

Abstract To understand the molecular basis of heterosis, modified differential display of mMRNA was used to characterize t
he difference in gene expression between reciprocal cross-fertilized kernels and their parents seeds at 2, 6 and 12 days after
pollination (DAP) by using 3 wheat hybrids with different level of heterosis. The results indicated that gene expression ate
red obviously in reciprocal cross-fertilized kernels as compared to their parents. The patterns of differential expression incl
uded. (1) gene specifically expressed in cross-fertilized kernels but not in both parents; (2) gene expressed in both parents
but not in the cross-fertilized kernels and gene expressed in only one parents but not in the reciprocal fertilized kernels; (3)
Gene ldentically expressed in one parent. The further analysis showed that higher percentage of sliencing expressed cDNA
and lower percentage of identically expressed cDNA were observed in highly heterotic hybrid, which might be responsible f
or the observed heterosis.
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