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Developing New SSR Markersfrom EST of Wheat
CHEN Jun-Fang1,2,REN Zheng-Long2,GAO Li-Fengl,JIA Ji-Zeng

Key Laboratory of Crop Germplasm & Biotechnology, Ministry of Agriculture, Institute of Crop Germpl
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Abstract The growing availability of EST sequences from wheat provides a potential valuable source of new SSR markers.
In this study, 444 SSR-ESTsfrom 10 380 ESTsin the International Triticeae EST Cooperative (ITEC) database, representi
ng 4.1% of the total number of ESTs were identified. Among them, 34 dinucleotide repeats and 347 trinucleotide repeats we
re found, accounting for 7.7% and 78% of the total SSR-ESTs respectively. 135 cSSR primers were designed to sequence flg

nking SSRs from 175 selected SSR-ESTS, of which 82 primers were efficient in wheat. 32 of the 82 cSSR primers were locat
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ed on 18 whesat chromosomes except for 2D, 4B and 4D of 21 wheat chromosomes.
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