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Genetic Relationship and Diversity of the Upland Cotton Germplasms from Different Cotton Producing Countries Using SSR Markers
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Abstract: The genetic diversity among 74 upland cotton(G.hirsutum L.) germplasms, including 26 domestic ones from N}

different producing regions in China, and 46 introduced ones from 9 different countries, was investigated using SSR b B

markers. Among the 82 pairs of polymorphic SSR primers, 313 polymorphic bands were produced, with average of 3.81

bands per primer. The genetic similarity coefficient among the domestic germplasms was 0.684~0.916, and that of the b AR

introduced germplasms was 0.661~0.958. The average genetic similarity of the germplasms decreased in the originality ¥ BR#E40

order as: the Yangtse River > Extra Early Maturity > Short Season > the Yellow River > Xinjiang, and that of introduced b B4

ones decreased in the order as: Uzbekistan > France > Mexico and Former Soviet Union > American and Pakistan >
Uganda > India > Australia. The UPGMA cluster analysis showed that 2 groups, domestic group and introduced group,
could be clearly clustered when genetic similarity coefficient was given as 0.760. The first group included 26 domestic
cultivars and 1 introduced cultivars, which also includes 3 domestic subgroup. The second group included most of
introduced germplasms, which could be divided into 4 introduced subgroups. The present results also showed that the
SSR markers could be used in revealing the genetic diversity and genetic relationship among the upland cotton
germplasms.
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